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Background



Description of wheat proteome data (public and ourselves)
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Results



Summary of wheat genome annotation refinement 

Refinement type Gene number

Novel gene (new gene 
loci) detection

37

Known gene (high 
confidence gene) 
refinement

470

Low confidence gene 
confirmation

763



The pI and MW distribution between new and  
known (HC) genes are similar



The CDS length distribution among new, known 
(HC) and LC genes are different



Results



Example of Novel Gene Loci detection



MS/MS data of novel gene loci
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Example of known gene refinement



MS/MS data of known gene refinement
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Exampel of wheat LC gene confirmation



MS/MS data of wheat LC gene example
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Wheat proteome identification in leaf and root

Leaf root

Identified protein 
group (1% FDR)

6,579 7,466

Identified peptides 28,829 32,959
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Value of wheat proteome atlas research
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