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new data and browsers
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OUICK SEARCH

Examples: Xwmed30 OTL Tae 1372377

t{ Deletion kins
e e
QTL , MetaQTL
Markers
SHP
EST
Germplasms

& Sap 113

Other wheat species WGS
assemblies

Dfrer wnest s0sCles WES ssemhlies
(TEAC) oownlaad ane aEiiznts o WEST

75 Juk 2013

RN A-Seq data available to IWGSE
cc

FINA-Se3 et from INRA GOEC (E. Pa)
aE uglizhie D coominating commiles

18 Juil 2003

1A% sequence model available for
downlosd

1AS sequance model (T. iicker) ls
ualizdle for download

1% Jum 2013

Genome Zipper vaL2 available for
WGSC OC members

WWhneat Genome Zipper vl 2 is ausiiEnde Tr
aoardinaing commiBes members Wil new

03 Jul 3013 6 Dec 2012

1 temporary position available at URGI Trifnnot: how to grow wheat tomorrow? o | FARRRE S PR S PR e
O {ooenmmemicaion)

1 Enporary posttion T auEiEhie & LRG0l 2013) o wak on Arilcis I ffena i e Clermont-Fermand Lrkersky Fewsnaner 17 &pr 2013

e = Enpts 12,4
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http://wheat-urqi.versailles.inra.fr

<)
LHRGI

Michael Alaux



Sequence survey

"‘:t “ b Physical maps

% h Deletion bins

Google-like ( |3-"3»-'rr1'f="’|~3’l3I ) SLH#ITI Genetic maps

Examples: Xwmef30, QTL, Tee 1272337

QTL , MetaQTL
Markers
SNP
EST
ions

|

<
LH:"G' http://wheat-urqgi.versailles.inra.fr Michael Alaux




Wheat@URGI

Projects Seq Repository

Prnjects You are here : Home / Home Whest / Projects

3BSeq Projects

BreedWheat
TriticeaeGenome Mo one can be & stalesman who iz entirely ignorant of the problems of wheat (Socrales, 470-3955C).

Wheat Initiative Why develop Wheat genomics?

Today, agriculture i= facing one of its greatest challenges =since it began 10 000 years ago, that of producing an ample
supply of high quality food and feed for a growing world population in a sustainable and environment friendly manner.
Bread wheat (Triticum aestivum L.} is the staple food for more than 35% of the people and is grown on over 95% of
the wheat growing area. = segquence holds the key to genetic improvements that will allow growers to meet the
increasing demands for high guality food and feed produced in an envirenmentally sensitive, sustainable, and

profitable manner. Further, because of ite recent history, hexapleoid wheat iz a very good model to study pohyploidy, a
driving evolutionary force for more than 0% of all plants.

—

L 1 g http://wheat-urqgi.versailles.inra.fr Michael Alaux
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Wheat@URGI

Projects Seq Repository

Datﬂ You are here : Home f Home Wheat f Data

Survey sequence nm

Genome & physical map —
Genetic map ﬁ free access data @ registered access data

Polymorphism

Accession Sequence survey Markers

NGS experiment

Physical maps : 3B (v1 v2), 1BL (v1 v2),
EST 1AS5, 1AL, 3D5 and 3DL

SHP: polymorphic loci

Transcriptome Annotations : 13 contigs of 3B SNP: sequence variations

Deletion bins of 3B chromosome

O
RS

CeeOOT C©

EST
Genetic maps @
4 Accessions
aTL .i;
a NGS experiments
MetaQTL @

L 1 g http://wheat-urqgi.versailles.inra.fr Michael Alaux




Wheat@URGI

Projects Data Tools Seq Repository

Data summary (March 2013)

Public data Total (public + registered) data

Genetic maps 27 Genetic maps 27
Physical maps 4 Physical maps i
Reference sequence chromosomes 0 Reference sequence chromosomes |
Survey sequence chromosomes 2 Survey sequence chromosomes 21

QT 465 aQmn 749
Markers 26488 Markers 28904
Accessions 2204 Accessions 2584
SNP 55362 SNP 61888
EST 244529 EST 603672

25{3?(3' http://wheat-urqgi.versailles.inra.fr Michael Alaux
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Wheat@URGI

Projects Seq Repository

TOOIS You are here : Home / Home YWheat { Tools

Triannot Pipeline Imh

Quick search in Gnpl$ -
BioMart a free access fool ﬁ registered access tool

Physical map viewer

Annotation viewer

. . TriAnnot Pipeline
Deletion Bins

dbWFA Quick search
RulNet

BioMart

Taxon card

Physical map viewer

Annotation viewer

Deletion bins

dbWFA (functional
annotation)

RulNet (network
inference and
visualization)

LSRR AR R UE R SE

L Y 7 http://wheat-urqgi.versailles.inra.fr Michael Alaux




Wheat@URGI

Projects Data Tools Seq Repository

Seq “ou are here : Home / Home Wheat / Seq Repository

Repository

Create an account

News
FAQ
BLAST

Assemblies

Click on a chromoszome to access the survey sequence and the
viewers.

News, FAQ, demo, account creation, genes are detailed in the left
menu,

Genes & annotations

Jagsciptoms 1A 2A 3A aA 5A 6A 7A
RHNA-5eq % H i E
1B 2B 3B aB 5B 6B 78
ZH=‘U' http://wheat-urgi.versailles.inra.fr Michael Alaux
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Survey Seguence Repository

;ﬁ“ﬁm o= Click on a chromosome to access
o == ooz~ the survey sequence chromosome

. - arm assembly for:
H 2 8 j E % E « BLAST search (Blast agreement)

= Download (Data agreement)

« Viewers: physical map,
é é g é % annotations when available

http://wheat-urqgi.versailles.inra.fr/Seq-Repository

> URGI

Michael Alaux



Survey Seguence Repository

Create an account Create an account

News

The process Imﬂf.erm;inmr
eat Genome
oo Once the appi] Sequencing

account will bej L L
BLAST

an email reg ar News and Reports Organization Projects Tools and Resources General Documents

Home / Tools and Resources

Assemblies If you already
& and you wil re| ToolsandResources  Tpgls and Resources
Genes & annotations be established| *BACIares
» Bioinformatics Board
- » Populations The IWGSC is developing a variety of tools and resources that are available first to members of the coordinating
Transcnptﬂmﬂ » Sequences committee, second to general members of the consortium, and subsequently to the entire scientific community.
On behalf of the IWGSC, a central repository for access to physical map data and sequences has been

» TriAnnot Pipeline 2 o o z > 218 :
RNA 5 established by the URGI (France). Early, pre-publication access is provided to coordinating committee and

individual scientists who agree to the data access statement. While scientists who agree to abide by the data
access agreement will be able to BLAST the data in advance of publication, Coordinating Committee members
and active members of their group will also be permitted to download the data. Data will be made available to
the public upon publication, upon deposition into the public archives, or within one-year from the conclusion of
the data generation. The IWGSC reserves the right to publish the first global analyses including:

# Whole chromosome or whole genome level analyses on genes, gene families, repetitive sequences;
and

® Comparative analyses with other organisms.

For Coordinating Committee members and their team members to gain full access, please sign-in to your
IWGSC account and then agree to the IWGSC Data Release Statement of Agreement. If you are not already a
member of the IWGSC, you may register by clicking the "register” link at the top of any page on the IWGSC
website. If you are not actively in a team or group of a Coordinating Committee or a staff member of a sponsor,
please do not claim that you are part of the group or team as this may delay your account validation.

For general members of the IWGSC and nonmembers, you can gain early access to BLAST data by signing the
BLAST Access Agreement. If you are a general member of the IWGSC, please sign-in to your IWGSC account
and then agree to the BLAST Access Agreement. Nonmembers may gain access by registering for an IWGSC
user account and signing the BLAST Access Agreement.

Once the appropriate access agreement has been signed and your access or website account has been
validated, an account will be established for you at the URGI to access the IWGSC repository and you will
automatically receive an email regarding "Your INRA URGI account”. If you already have a URGI account, this
account will be upgraded to permit you to access the IWGSC repository and you will receive a confirmation
email. Please bear in mind that it may take up to two weeks for your URGI account to be established.

If you have any questions regarding account access, please contact Kellye Eversole.

£935| http://wheat-urgi.versailles.inra.fr/'Seq-Repository Michael Alaux
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Survey Seguence Repository

Create an account _

News
Sept 2013:
FAQ * Other wheat species WGS assemblies (TGAC) download are available to WGSC coordinating commitiee members.
BLAST Jul 2013:
A==emblies * RMNA-Seq data from INRA GDEC (E. Paux) are available to coordinating committee members.
= 1AS sequence model (T. Wicker) is available for download.
Genes & annotations D015
Transcri ptﬂ me * Genome Zipper v4.2 is available for coordinating committee members with new version of the 3D, 5D, 6D, 7D and
GBL zipper chromosomes.
RNA-Seq
May 2013:

= New assemblies available for download: 4AL v2 and 4DL v3 .
+ These assemblies are available for BLAST.

Apr 2013:
* Genome Zipper v4 is available for coordinating committee members.
Feb 2013:
= Gene models are available for coordinating committee members.
Jan 2013:

= Genome Zipper v3 is available for coordinating committee members.
= The BLAST demo video is now available.

T
-

‘,B;?Gl http://wheat-urgi.versailles.inra.fr/Seq-Repository Michael Alaux




e
Survey Seguence Repository

Create an account Eﬂﬂ

News

FAQ How do | access the survey sequence?

BLAST How do | launch a BLAST?

Assemblies Can | BLAST multiple chromosome arms simultaneously?

Genes & annotations Is there a way to speed up the BLAST?

Transcriptﬂme What is the contig nomenclature?

RNA-Seq How can | save the alignment of the analysis?

How can | download contigs from an analysis result?

How do | launch another kind of Blast (BlastP, BlastX, tBlastX, etc.) ?

Another question? please contact urgi-supporifativersailles.inra.fr

Feel free to give Feedback .

2,9’?6' http://wheat-urgi.versailles.inra.fr/'Seq-Repository Michael Alaux



Survey Seguence Repository

Create an account
News

FAQ

BLAST
Assemblies

Genes & annotations

Transcriptome

RNA-Seq

BLAST

A short demonstration video of the BLAST is available here

A direct link is available to perform the BLAST (registered access).

Yoo Launch - s Fosted
bchver_fdnion Ofichage Hsienque Muoe-pages Que |

s e8-a [s

biowisdoni”
SRS

Tool Launch : BlastN |
‘Step 1 : Data Source O
# upload frem fls  C:Usorsimaloux\Downboadstsos | Parcourive |
Pasta/Craats your own sequence(s] of type in the sequence ID(s) ©

Step 2 : Launch Options.

viawa: HomologyView =
Paramater Sats: Defaull

‘Save my sottings a3 & parameter set

Perform a BLAST against the wheat survey sequence

U?Gl MichaelAlauxURGI - 2 vidéos Plus de 301 vues
W 1 4 po

2 URGI http://wheat-urgi.versailles.inra.fr/Seq-Repository

Michael Alaux



Survey Seguence Repository

&

Create an account &s‘g em_bli_gs B

News
Triticum aestivum (Chinese Spring) survey sequence chromosomes assemblies are available for download (resiricted to

FAQ IWGSC coordinating commitiee members).

Other wheat species WGS assemblies from TGAC are available for download (restricted to WGSC coordinating
BLAST : :
committee members):

Assemblies Triticum durum, monococcum, speltoides, strongfield, tauschii, urartu, sharonensis.

Genes & annotations

Transcriptome TGAC WGS durum vl.fasta.gz
RNA-Seq TGAC_WGS_monn; occum _v1.fasta.gz
TGAC _WGS speltoides vl.fasta.gz
TGAC WGS strongfield vl.fasta.gz
TGAC WGS tauschii vl.fasta.gz
TGAC WGS urartu vl.fasta.gz

TSI, WGS_sharonensis_v].fasta.gz

Z,HRG http://wheat-urgi.versailles.inra.fr/Seg-Repository Michael Alaux



C
Survey Seguence Repository

Create an account

News
FAQ WGSC coordinating commitee members could have a pre-publication access to:
BLAST » Genome Zipper (registered access) performed by MIPS plant group (K. Mayer)
: o GenomeZipper output README doc (35.00 kB
Assemblies % PPEL_ Ol ¢ )
o v2: excel , tab formats
Genes & annotations o v3.csv, excel , tab formats
_ o vd: excel , tab formats
Transcriptome o v4.2 excel , tab formats
RNA-Seq * Gene models (registered access) performed by MIPS plant group (K. Mayer)

' 3 R | E:g |1
Opening GenomeZipper_output_README.doc L J

You have chosen to open:

GenomeZipper_output_README.doc
which is: Document Microsoft Word 97 - 2003 (35,0 KB)
from: http://wheat-urgi.versailles.inra.fr

What should Firefox do with this file?

@ Openwith |Microsoft Word (default) -

() DownThemAll!
() Save File

Do this automatically for files like this frem now on.

- ok || Coned |

25{3@ http://wheat-urgi.versailles.inra.fr/Seq-Repository Michael Alaux



e
Survey Seguence Repository

&

Create an account

News
GrainGenes has implemented a new BLAST site to search transcriptome data from diploid (T.urartu) and tetraploid wheat

FAQ (T turgidum ssp. durum cultivar Kronos) at

BLAST hitp./fwheat pw.usda.gov/GG2WheaitTranscriptome/

] Data has been deposited in GenBank (T. urariu; GAKLO00O0000O; PID PRJNAT91053 and T turgidum; GAKMO0000000,
Assemblies PID PRJNA191054). Separate datasets (with explanations) are available for download without any restrictions on use at
our project website: hitp:/maswheat ucdavis edu/Transcriptomefindex. htm

Genes & annotations
All datasets in one file are available to download on the sequence repository here .

Transcriptome

RNA-Seq The link to the full open access paper is available at

hitp-//aenomebiology. com/content/pdffgb-2013-14-6-r66._pdf .

Authors: KV Krasileva, V. Buffalo, P. Bailey, S. Pearce, 5. Ayling, F. Tabbita, M. Soria, 5. Wang, IWGS Consortium, E.
Akhunov, C. Uauy and J Dubcovsky

Opening Transcriptome_datasets_Turartu_Tturgidum_GrainGenes.zip

You have chosen to open:
[ Transcriptome_datasets_Turartu_Tturgidum_GrainGenes.zip
whichis: zip Archive (428 MB)
from: http://urgi.versailles.inra.fr

‘What should Firefox do with this file?

) Openwith |7-Zip File Manager (default) -

) DownThemAll!

@) Save File

Do this autematically for files like this from now on.

25{;?@ http://wheat-urgi.versailles.inra.fr/Seq-Repository Michael Alaux
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Survey Seguence Repository

Create an account
News

FAQ

BLAST
Assemblies

Genes & annotations

Transcriptome

RNA-Seq

RNA-Seq

RMNA-Seq data from INRA GDEC (E. Paux) are available to the IWGSC coordinating committee members here .

[] READ ME
[DIR] grain Z71 repl/
[DIR] grain Z71 rep2/
[DIR] grain Z75_repl/
[DIR] grain Z75 rep2/
[DIR] grain Z85_repl/
[DIR] grain Z85 rep2/
[DIR] leaf Z10 repl/
[DIR] leaf Z10 rep2/
[DIR] leaf 723 repl/
[DIR] leaf 723 rep2/
[DIR] leaf Z71 repl/
[DIR] leaf Z71 rep2/

[DIR] root Z10 repl/ :
[DIR] root Z10_rep2/

[DIR] root Z13 repl/

[DIR] root Z13 rep2/

[DIR] root_Z39 repl/
[DIR] root_Z39 rep2/

[DIR] spike Z32 repl/.
[DIR] spike 732 rep2/.

[DIR] spike Z39 repl/
[DIR] spike Z39 rep2/

[DIR] spike Z65 repl/:

[DIR] spike Z65 rep2/

[DIR] stem Z30 repl/ .
[DIR] stem Z30 rep2/ :
[DIR] stem Z32 repl/ .
[DIR] stem Z32 rep2/ .
[DIR] stem Z65 repl/ :

[DIR] stem Z65 rep2/

http://wheat-urgi.versailles.inra.fr/Seq-Repository

Michael Alaux



1A 2A 3A

l

Tool Launch : BlastN

Step 1 : Data Source 0
* Upload fram file . Parcourir...

Foste/Creats your oam ssquence(s) or type i the sequence I0(a)

Step 2 : Launch Options

w may contrue to alter the
tool setbngs belaw, o you can

HomelogyView =
Farameter sew: Defoull =
S my Sattings 36 3 paramatar sat
Step 3 : Tool Settings.
Doatabase to smarch:

Currantly Ssiscted
= WHEAT saquance survey databaass (res

Mene, plassa salect dstabaze rom balow
ted 1o reGsC)

FYPI— e B wheat_genonse_tpper_v3_tabrip 1ASv 1ASwz  1AL» 1ALz 1BSw  1BSw: 1BSw  1BLw
qui ¢4t un fichier de type : fuchive WinRAR qui et un fichier de type:: zip Archive (2.3 Mo 1BLo  3AS2  3AL  3Bv  3Be  3DS«  3DLw 6BSa  BBLw
& partir de - hitps//igiversadlecincade & partir e btps/urgiversailles.inm fr P

i Browser| Select Trocks _Gustom Tracks_Preferances
e BA | que doifuie Fireti sves e ihier B search
r = )| Landmark or Region
WinRAR, - -
D avec | WinRAR (défaut) | Quvir svec. | 7-2ip Fie Manager (défaur) = \;1.95151732\11 Search |
DownThemalt ta Sou i
" . . DownThemai [\Whest pnysica map viswer. 36 12 g serotizoom: €€ [snow3razwep| ¥ W oeup
dTaOmeClickt | ChlsersiMichasl Al Downluadsh =
- - - & | Enregistrer Ie fichier
@ Erwegistres le fichuer
i X . cigttt TaaCsp3BFhA_0100L17 Xgwm24-38
Toubours ehechuer celée achion pour cx bype de fichiss, | Toujours effectuer cette action pour ce type de fichier. cigssa Xgum264-35 38_039_Ho2
wmeT1g
[F Dotaits ( lenameu wokp, )
4 o e ED £
*BBEE Conig 382
ot
[T pe————
e
T r———y
Jszeman-n [R——
'.:-mmu :-.wm,.
mELmEACs 382
Toscsrim oiizt
T s
Taetrie s Toopre oyt Tona s
Tt 51
o Tok e
@ che3s - WHE‘T URGI - Mozilla Firefox
=] | @ whiat-urgi.versailles.inra.fr/morgoth/Hom§-Wheat/Chr3B cigi00sh.1 cigldiin cighd7Und CigD0FIB cipl0BZh.) ctgD4edbl CIpOSZED. cig0eSh ciQDGETEY clgl9Sdh cig10I0b  Cigi03sh.1
TaaCspIBFRA_D1GOLIT.Y

At databases n group

o 185 cnr 1o 1 chr 248
av 200 chr 205 £ chr 34
1 38 che
ot 305 chr 4L I chr 445 v2
chranLvz che saL

v s chr 8a%
chw oL che 74l
che 745 chr 78S
v 00

:

2D

|

1D

Z URG

z URGI
N

access®)

« Display 3B physical ma,

« Display 3B BAC annotatidn (%

* access restrcted fo IWGSC coord
Sequence Repository page
IWGSC page ~

—

v

[t 11 1 GO00 Sewrch
T cig0estn G050 1, XusS0- 38, ogl)_ree 0000, Taw_ 372040, clpdSO01. poaels 1andfi )
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s Consortim
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Available data
Access data for chromosome 38 st URCH Sequs
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BLAST

Step 1 : Data Source @

@ uUpload from ﬁle@ers\malaux\Down@cl Parcourir_. ]

) paste/Create your own seguence(s) or type in the sequence ID(s) :

Tool Launch : Blast

Step 1 : Data Source

Step 2 : Launch Options

Views: HomologyView -

Parameter Sets: Default -

[T]Save my settings as a parameter set

You may continue to alter the
tool settings below, or you can

Step 3 : Tool Settings

®@patabase fgsaamhe

Currently Selected :

chr 1AS
chr 1BL

= WHEAT seqguence survey databases (restricted to IWGSC)

Elect your wheat

[C] chr 2aL
[C] chr 28BS
[ chr 3AL
[C] chr 3DL
[C] chr 4aAs_v2
[C] chr 4DL_v2
[C] chr 5as
[C] chr 5DL
[[] chr 6as
[T chr sDL
[C] chr 7As
"] chr 7DL

[C] chr 1aL_va3 chr 1AS chr 180
[ chr 1BS [l chr 1DC 17 chr 1DS

[[] chr 2a5 [C] chr 2BL
[C] chr 2DL [T chr 2Ds
[ chr 3as [C] chr 3B
[[] chr 308 [C] chr 4aL
[C] chr 4L [ chr 4B5
[[] chr 4Ds [C] chr 5L
[C] chr 5BL [T chr 5BS
[C] chr 505 [C] chr 6AL
[[] chreBL [C] chr 8BS
[C] chr 8Ds [C] chr 7AL
[[] chr 7L [ chr 785
"] chr 7Ds

lat (registered

tered access®)

7 URGI

http://wheat-urgi.versailles.inra.fr/'Seq-Repository
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BLAST

To speed up your Blast

Step 4 : (Optional) Advanced Settings Expand All =l Collapse All

Search Parameters

= Options to limit the number of results

(&) The E value 0.001000 -
[

(@ Number of hits and alignments to sho

(@) Use Best-Hits filtering algarithm:

(@) Best Hits algorithm overhang value: 0.100000
(3) Best Hits algorithm score edge: 0.100000
@) culling Limit:

@ Minumum identity percentage:

* Advanced HSP Extension Options

Query Filtering Options

[[]Save my settings as a parameter set

2 URGI http://wheat-urgi.versailles.inra.fr/Seq-Repository Michael Alaux




BLAST

To download the contigs

FDUVEI'U.ITE L‘IeIWGSC_chrlBL_at:l_k'ﬂ'l_cr:ntigs_longerlhan_QOD_E"!‘ESK‘Z)OBO‘‘.Iﬁ1 H O m O I O g y Vi eW (d efau I t Vi eW)

Wous avez choisi d'ouvrir

|| IWGSC_chr1BL_ab_k71_contigs_longerthan_200_3858080.fasta

B b Choose Colouring Scheme: @ Score ) E Value ) Percent Id
Que doit faire Firefox avec ce fichier ? | - = 40 | - 40-50 | - L0-80 | - S0-200 | - ==2Z200 | - Cﬂll]-ured
(7) Quvriravec | Bloc-notes (défaut) A
(©) DownThemAll . Synthi2

-@?Enreglstrer le fichier

[T Toujours effectuer cette action pour ce type de fichier.

~:anl | THGEC_1EL | THGSC _che 16 _ab_k71_cont ige_lengerthan_200_3556080

ranl | IMGEC_1AS | IMGEC _chr 1RS _ab_k71_contigs_lorgerthan_200_5251545
—

I
—
Fanl | IHGSC _1AS | IHGSC _chr 1AS _ab_K71_cont ias_lorngerthan_200_ 3312474
— — —
—
ranl | IHGESC_1AS | IHGSC _chr 1A _ab_K71_contias_lomgerthan_200_ 3305003
— — —
—— E——
=anl | IHGEC_1AS | IHGEC _che 1A _ab_k71_contisz_longerthan_200_ 3299066
— — —
——
—
ranl | IHGSG_1AS | IHGSC _chr 1AS _ab_K71_contias_lorgerthan_200_ 3255707
— — —
ranl | IHGSG_1EL | IHGSC _chr 1BL _ab_K71_contias_lorngerthan_200_ 3552963
— — —
——
Fanl | IHGSC _1EL | IHGSC _chr 1BL _ab_K71_cont ias_longerthan_200_ 33602210
— E— —
—
S E—
—
—
I

2 URGI http://wheat-urgi.versailles.inra.fr/'Seq-Repository Michael Alaux




Blast View

Primary Search

BLASTN:temp jobl9 1

BLASTN:temp jobl9 2

BLASTN:temp jobl19 3

BLASTN:temp jobl19 4

BLASTN:temp jobl19 5

7 URG

Query

Synthi2

Synth12

Synthi12

Synth12

Synth12

Database

IWGSC_1BL

IWGSC_1AS

IWGSC_1AS

IWGSC_1AS

IWGSC_1AS

BLAST

To download the contigs

Hit

=>anl|[IWGSC 1BL|IWGSC chriBlL ab k71 contigs longerthan 200 3858080

=>anl[IWGSC 1AS|IWGSC chriAS ab k71 contigs longerthan 200 3251543

>anlIWGSC 1AS|IWGSC chriAS ab k71 contigs longerthan 200 3312474

>gnllIWGSC 1AS|IWGSC chriaS ab k71 contigs longerthan 200 3305008

>gnll IWGSC 1AS|IWGSC chriaAS ab k71 contigs longerthan 200 3299066

Ouverture de IWGSC_chrLAS._ab_K71._contigs_langerthan_200_3200065, | BeEses

Vous avez choisi d'ouvrir
| IWGSC_chr1AS_ab_K71_contigs_longerthan_200_3299066.fasta

qui est un fichier de type : Fichier FASTA (7,3 Ko)
a partir de: http://urgiversailles.inrafr

Que doit faire Firefox avec ce fichier 7

") Quvriravec | Bloc-notes (défaut) -

) DownThemAll!

@ Enregistrer le fichier

[7] Toujours effectuer cette action pour ce type de fichier.

Annuler

Description

Top
Score

769

762

733

703

700

http://wheat-urgi.versailles.inra.fr/'Seq-Repository

0.0

0.0

0.0

0.0

0.0

Percentage Match
value  Identity

84

87

87

83

80

Length

722

624

616

720

726

Michael Alaux



Find

biowisdom
SRS

RSN 15aeix

Tool Launch : BlastN ;

Step 1 : Data Source @

@ Upload from file : C\Users\malaux\Doy

) paste/Create your own sequence(s) or

BLAST

To launch TBlastX or other tools

Analysis Tools

Quick Launch

Launch analysis tool :

\JI.JII LS
SplitterP

_ | StretcherM
StretcherP

I SupermatcherN

SupermatcherP
Syco
TBlastN
TFastA
TFastX
TFastY
Tcode

_ Ttscan
Tmap
Transeq
Trimest
TrimsegN
TrimseqP
UnionN

| lat s )

[ |

-

v 0o |

- databank list - Help?

malaux logged in |

Start permanent
Session

z URGI

http://wheat-urqgi.versallles.inra.fr/Seq-Repository

Michael Alaux
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Survey Sequence Re

nository

1ASv
1BL«

1ASw2
3AS.w2

1ALv
3AL

1ALz
3Bv

1BSvi
3Bw2

1BSw2  1BSw
3DSvi  3DL«

1BLv
6BSv1 6BLw1

Browser| Select Tracks _Gustom Tracks _Praferences

R s
Landmark or Region

1ASv

1BLv> 3

Browser | Select Tracks Custom Tracks Preferences

1AS\2

1ALv1
3AL

1AL
3B

v2

1BSv1

3B.2

B Search
Landmark or Region:
|ctg6:1..373,201

Search |
Data Source

|Wheat physical map viewer: 3B v2

ScrolliZoom: ¢ ¢

Show 373.2 kbp | 2 2| 1 Flip

Examples :
3Bv2: citgb ctg111 TaaCsp3BFhA_0100L17 Xgwm?264-3B
3Bv1: ctgl ctg954 Xgwm264-3B 3B_039_HO02
1BL v2: ctg45 wmc719
E Overview
El.:t.‘gﬁ )
Oi 100 2 Y !
ReQion ;- + + + + + T + + + + + + | + + + + + + + + + + + »
E of 100 200k
Details L]
ctg6: 373.2 kbp 100 kbp ,
ok T0hk 200K 300K
+ E [ E B H Contig 3B v2
ctgs

+ B EH B A+ H Belongs to the Bin 3B v2
3658-0.76-0.87

+* B EE B - H Markers 3B v2

* B EHE Q- HEBACs 3B v2
TaaCsp3BFhA_0101L21

Ta#S326728358-3B
o

2wmcd30-38

.

Ta#526029107-36
o

Aepw?7S7-3B

.

L
TaaCsp3BFhA_0101.20
[

TaaCsp3BFhA_0051L08
[

TaaCsp3BFhA_0144012
[

Taalsp3BFhA_OL63MO3
10

TaaCsp3BFhA_0067614
L

TaaCsp3BFhA_0242623
lL

> URGI

Michael Alaux




Physical Map Viewer

- E Contig 3B (99%)

ctgb

= H belongs to the Bin 3B (99%)
JBsE-0.75-0.87

HEH Hﬁﬁ (99%)

HﬂElj
Taals
—

TaaCs)

Ta#>5267 205036

source: FPC

Reference: ctgb

Link to Deletion Bins Image

TaaCzsp3BFhA_D070F11
[

> URGI

Deletion Bins

n pn \map

rI Ih ontigs IIE

LN ]

3B853-0.87-1.00

3BS8-0.78-0.87
3B57-0.75-0.78

3B59-0.57-0.75

3B52-0.56-0.57
3B54-0.55-0.56

3B51-0.33-0.55

3B55-0.07-0.33

C-3B55-0.07

C-3BL2-0.22

3BL2-0.22-0.28
3B18-0.28-0.31
3BL1-0.31-0.38

3B19-0.38-0.50

3BL10-0.50-0.63

3BL7-0.63-1.00

http://urgi.versailles.inra.fr/gb2/gbrowse/wheat phys pub/ Michael Alaux




Physical Map Viewer

HEH Eﬂ"ﬁg 3B {!}Qﬁ.} Name: TaaCsp3BFhA_0070F11
ctgo Class: BAC |
. Type: BAC T
= H belongs to the Bin 3B (99%) Description:
JBsE-0.75-0.87 Source: FPC
f Position: ctg6:18001..2203801 =
Length: 202801
HH Markers3B (39%) TaaCsp3dBFhA o . 2
- i H“EEEEIHP i 430-3B0 0O
PGSltl an. 1 BDD‘] -] Name: T:amccspSEFhA_UU?ﬂFﬂ
- primary_id: 24477
HHEBACs 3B {EI-EIT.} Bﬂurce- FFH: gbrowse_dbid:wheatFPC3B:database
TaaCsp3BFhA_0101L21 | Reference: ctgb
[ - _
TaaCsp3BFhA_0101J20 | Zoom to this feature
TaaCsp3BFhA_0051L05 | Detailed Report
||

TaaEspSEFhH_ﬂﬂE?Eiﬂr T.
[ | C
TaaCzp3BFhA_DO7OF1L
|

l
}I'IaaESFJSEIFhH_ﬂE?‘)Fliq

> URGI http://urgi.versailles.inra.fr/gb2/gbrowse/wheat phys pub/ Michael Alaux




Physical Ma

p Viewer

MARKER DETAILS
Marker name : WHRC430
Name: Xwmcd430-3B
Taxon : FLicum aesin"um Class marker
Type: marker
S on Description:
Marker type :
/I Source: FFC
Marker origin : amplicon Position: ctg6:132001..132001
Target: WHC
Referance Comparative
Hheat Hheat
Sorers Consenzus April 04 3B Conzenszus Februarg 2012
Origin laboratory : TCF E"E E"E"E
Reversze primer:
3B -
Forward primer : L3351
m [756]
CIRIFIA]
Hbarc?s ——FHFF  ———— — A
MAPPED LOCI e §3
Mapped loci: 4 Hurac 75— 3
RS 00 w500
Reliability / T—uns TS
S Taxon (source |r'na D HMSUS\\\ ures s t I
name name) : e ,_/:w..:-t-m Ii
mbarchbd 11 o —barchd tII 1
ticum Hmsusx wrne TS III I
Xwmc430-5B aVirtualPop01_071219 a=; . 5B 154.0 nen_framework T— ez 162 I I
Humcds B ; tIi
- - S, riticumn
Xwmc430-5B RLAc 071219 aestivum 5B 1626 non_framework b=
- Haweid 74 barcT3
- R i riticumn
¥wmc430-38 SupBW_071212 I 38 3.1 nen_framewark bR
assinu Murz3 07 ure 30T
N o - o riticum Mumc 182 £ I 4
Xwmc430-3B aVirtualPop01_071215 . 3B 3.0 nen_framework /
aesium HurcBS T 1 BET
wauwmlld 1
Mumic 21 ]
CROS%% REFERENCES
s 274 'Ell.m'u114
Cross references: 1 HuehEE — ?uﬁ:EEi
_ Haurid i LECESZI
Db mame Reference name Reference value Evidenc - Hag +
0-145 <H = Haa +
WMC430 SSR Wheat Framework Feb07 5B 154.00 cMXWMC430 0-306.40 cH
Xwmc430 SSR Wheat RL4452*AC Domain SO 05/08 5B 163.00 cMwmc0430. wmc430, WMC430, Xw...
Xwmc430 SSR Wheat Somers Consensus April 04 3B 3.00 cMwmc0430, wmcd30, Xwmc0430 TView on Map] TFeatore Detais
X 430 SSR Wheat Si C April 04 5B 154.00 cM 0430, 430, X 0430 [vi Map] [ Feature Details ] N
YomeA20 ssR TSI SR s 35 3100 M WmE0430, wncé 0, WHGAT0 X [ View on Map] [ Foature Detais hVS pub/ Michael Alaux
Xwmc430 SSR Wheat Somers Grain Genes Consensus Map 5B 154.00 cMwmc0430, wmc430, WMC430 Xwm... [ View on Map ] [ Feature Details ]
wmc430 SSR Wheat 5B Consensus November 2011 5B 148.27 cM [ View on Map ] [ Feature Details |




Q'(\

ZUral

A

Genome annotation

Michael Alaux



Survey Seguence Repository

ctg0005b.1 ctg0011b.1  c¢tg0079b.1 ctg0091b.1 ctg0382b.1 ctg0464b.1 ctg0528b.1 c¢tg0616b.1 ctg0661b.1 ctg0954b.1 ctg1030b.1 ctg1035b.1
TaaCsp3BFhA_0100L17.1
Browser | Select Tracks Custom Tracks Preferences
E Search
Landmark or Region:
|ctg0954b.1:l_.1 000,000 Search | - i
o ) Download Decorated FASTA File Configure... | Go
Examples: TAA_ctg0954b.00250.1, Xsts80-3B, ctgD_rep_0033, Tae_1272250, cfp5001, pg4in2F1-ex3R1, E & —I
cfb6001, QTL_FHB_SumStoa_BLW_3B.
Data Source
€ [show TMbp [-] 2 CIF
|Wheat annotation viewer v2 |Z| ScrolliZoom: Show 1 Mbp [al Flip
E Overview \ i
cteA954b.1 ) . |
o liﬁ‘] 2'[!1 3!\1 102501
Region I | . i
E ofi in zh El
Details [Fovsrsvoen)
ctgegSab.1: 3 Hbp 200 kbp )
ofi 0.=1r1 0.=2|f| 0.=3r1 O.Lm 0.=5|f| 0.=6I'1 0.}7m o.iﬂm o BM 1}?1
+ B E 5 B2 H B Contig
ctgand
+ B E B2 HBmRNA
By cnem o B oms e 1 e . =, [
wEEAEHBSTS
Hatsda-36 Hats0-38 Hatse5-3E
Hatabb-d
*EEBE-HBISBP —
cFpGooL CfpBo03 cFpGo0d cFpGo0e cfpg15l cFpGoLe cfpitll cfpfilol  cfpGoos cfpoole cfphels cfpB020  ofpBi22  cfpSl34cfpbl3s  cfpS027  cfpSoze «
= (=3 B (=3 (=] [ =3 (=4 B =4 (=3 (=4 =4 B (=4 (=4 14 L= 3
cfpS00z cfpS005 | cFpS147 cfpS145 cfpgolz cfpa0l3 cfpSold cfp5100 cfp5l3z cfp5147 cfpS021  cFpS023 cfpS02d4 cfpS02o cfpac
e s s w o © b = © o B 24 24 s B
cfp515z cfpanns cfpolod cfpdold cfpdlo? cfpoldd cfpal3s
ey S w <3 w w w
cfp31d6 cFpS10Z cfpa131 cfpS149 cFp3025
B s =S =4 I
cFpa007 cfpa103 cfpa108 cFpa019
¥ w s v
cFpB1E0 cfpalog CFpEL06
B =S £

» URGI

Michael Alaux



Annotation Viewer Prototype

+ B E R & HHE Contig

*BEBEBHEABAC

+ BB B R HEmRNA

*BEREHE STS
sztE194-36

*EHEEBBEHESSR

*EEEBBRHHEISBP

—
AN

3B_103_E15
Positions
Length
Zoom to this feature
Detailed Report

Name:
Type:

3B_103_E15
BAC

Description:

Source:
Position:
Length:
dbxref:
primary_id:

EMBL

ctg0954b.1:881492. 1071583 (+ strand)
180092

GFF_source:EMBL

1494

gbrowse_dbid:wheat3BRPH7 database

»3B_103 E15 class=Sequence position=ctgl954b.1:881492..

CCCCCCCCCC
CCATCICTAG
AGTCCTICIT
TIGGICTICC
GCATATTGCG
GACATTGRAT
CACGCRAGCHE
LCGGGCCTIG
CCCACCCRCG
GTTGRARTGCT
CGCCGIGTIAT
AAGCCTCCRC
TATTGTTTGR
GATTIGCTIGT

CCCECCTGGC AGCGCCCGCG ATCAGTCAGG CAGATGGCCT
CCTCCTCCTT TGGRTICTCCT TAARAGGCGTT CATTTGCTICC
GITCATCATG CCCICCACGC TTGIGATCAR GGCGITCARAT
CCCGEIGCGCGE AGCCGGECTCG CCGICCCCRAR CCTICCTCCAT
CCTTGRACTT CTCCTCATCT TTGATGRCCC TATAGCRATG
GCCTCCARAG CTTGRRATGC CTACRAARTGT TTTICATGCAR
TGAACTTGAT GACRCRARARAG AGGGCGGCTT ACTACCARTAC
RCGCTCTCAR GAGIGGCACR RRACTTIGICG CARCTCTITATT
CGTECTCACE ATTTGGTAAG GAGGAAACTT CTTGCGCTCA
TTITGTITCGGC GCTGGTICTITG GGGICTIGIC CAATGTICCCT
GCCTTCGIGC GCTIGCTICTIT GCACTTCGGC TTCGECCCGAR
TTCGATGICG CACTCCTTTA CTTTCTTATA TTTTTATCGT
TCCCCTGGAR TCRRATGTGT AGTTCTTAZA CTTCTAATAT
TTTAATACTG TARACCCATG CTAGICGARCC TTACATTITAG

1071583 (+
CCTCAAGCAT
TCTTTRARACG
GCCGCARTCCT
GGCTTCCTIT
GGAGAGGTTG
GCATGITGGC
CATGICITGC
GGATCARCTICT
TGAAACTCCC
TCLARACTCG
CGGCTIGGIT
CGTTCGTTTT
TTCACAGRGGE
GAGRRACATT

strand)

CITGGCTIGC TICICCGCGT
CCGECGCTCC TCCICICIIG
GCTITGICCIC CITCITGGAG
CCCCGCGIGR CTITGAGGGCG
BAGCACTTGC CGTTGTIGTTIG
BCRRBATGGTA TGCRARATGRA
ATGICARTGC CACICRACGGG
CCATCGCTIIC GRARATGGARCR
GGTGGACATG RATCCRRLLAE
CARLGRAGCT TGTCCTCGAC
GGCGAGCICG TCCICRRACR
GATATCCCCC CTIGIAGTITIGT
BAGTACTTRAR TATCTGTGCAR
TCTICITGIG ACCCCIRATG

b

@G 3B Physical Map

+ B E B A HH Repeats (Repeats Unit or Repeat Regions)

0

+ BB BB HHE SNP allele_tower (GnpSNP)

> URG

rph? _rep_0221
L

rplb? _rep_ 02215
L —
rph? _rep_D22s
=1
rph?_rep_n223
| m—

-

[ Ly

http://urqgi.versailles.inra.fr/gb2/gbrowse/wheat 3B RPH7 pub/

tph? _rep_0224

Michael Alaux




Annotation Viewer Prototype

+ BB R & HE Contig

+BERRHABAC

+ B EE B HEmRNA

~EHEBBRHESTS
¥=t=19d-30

*HEY TAA_ctg0954b.00200.1

1062073 ..
1068219

3147
gad1

glutamate
decarboxylase
putative
expressed

best blast hit in
Brachypodium
distachyon:
Bradi3g3 78301
87% identity

e e s

CcfhEl1o
(=3

Positions

rph? _rep_02id

*EHEH

MNote 1




Annotation Viewer Prototype

+~EEERHA {:ﬂ'"ﬂﬂ MARKER DETAILS
Marker mame : 5T5194
+EEEREHBRBAC Taxon : Triticum aestivum
Marker type : PCR
Marker origin : amplicon -
+ B EEBEHEBEmMmRNA Target: Public
*BEBEHESTS MAPPED LOCI
“atsl9d-3B Mapped loci: 1
—
*EEELQHEASSR Locus M Tax Linkage Di Reliability / (=ource
name vap name aran group stance map name)
Xsts194-3B Xsts194-3B  Meighbour3B_080407 ;:"” 3B 67.92 non_framewaork
*BEEBEHEAISBP Positions
*BEREEHBAR LEﬂch 626
Fal epeg ;
0 Zoom to this feature rph7_rep_oz2d
Detailed Report
Link to GnpMap

+ B BB R HH SNP allele_tower (GnpSNP)

7 URGI http://urgi.versailles.inra.fr/gb2/gbrowse/wheat 3B_RPH7 pub/  Michael Alaux




Annotation Viewer Prototype

* B E BB HH Contig

+BEERRHABAC

+ B EERHHBmRNA

*BEBRHHESTS
»zt=194-38

~EHEEBRHESSR

*BEBEHBISBP
cFpa03
|

* B EE G-  Repeats (Repeats Unit or Repeat Regions)
0 rph?_rep_n221 rphy _rep_D2215
[ [ S—

+ EEEREHHE SNP allele_tower (GnpSNP)

5%

rph7_rep_0223
Positions 1062329 . 1062934
Length 606
Note 1 etrofransposon:Copia >
Note 2 RLC_AﬂgeIa_:jEU 03 E15-2

partial element

Zoom to this feature
Detailed Report

r*ph.'-"_r*EE' ,.m
=1
rph?_rep_0223

| m—

C G
T C

> URGI http://urgi.versailles.inra.fr/gb2/gbrowse/wheat 3B_RPH7 pub/  Michael Alaux




Annotation Viewer Prototvbe

DETAILS
g =1x| Name : Tae 1272250
| Source: GnpSNP
*&H COMPLEMENTS
Type : SHP
— 1 Sequence variation : @
* B INRA_CF_ASH

L d-1x]

L4 - 1%

b d-1x¢

-1
20

b d-1<!

cUR

Linked with variations :

Linked with lines :

IDENTIFICATION

Accossion number

on name

Synonyms

Comment

964
ARCHE

TRIBUTE/VMELS 541

Advancedimproved culvar

ORIGIN
Geographical origin : France
Bred

Beweding site

Beaading institition

Crention yeor

Original aumber

Fronch catalog registration yoar

Franch catalog dereg

1989

Donaled

1989

[Wiew list] /

INTERNAL REFERENCES

Database

Reference name

Reference value

Wheat 3B annotation (FHE)

SMHP name

Tae 1272250

SEQUENCES

5 flanker on
ref.seq. :

¥ flanker on
ref.seq. :

Genomic
context on ref.
seq. :

>Tae 1272250-5°'

cttgattcttgtataattattgtggaggggtgogtatgtgaactgtcaaganctgoctoctcogtattttgtacgtacge
acgoggattgoactgtcacntgtataattonatctgtttotttttaataaaggggttttoccoggotocagthtttoggtg
atgasaccaggcagcagagoctcaaagctoCccaggcataacocaaaggtagtcagocaggtaagacgttocaaccaaacggct

gtcataaaga

>Tae 1272250-3"'

ccatgagaataactottttocaactggotactataatocaggtttgoota

>Tae_1272250-genomic_context

cttgattocttgtataattattgtggaggggtgogtatgtgaactgtcaaganctgoctoctocogtattttgtacgtacgo
acgcggattgocactgtcacntgtataattcnatoctgtttoctttttaataaaggggttttocccoggotoccagthtttoggtg
atgaaaccaggcagcagagoctocaaagoctocccaggocataaccaaaggtagtocagocaggtaagacgttcaaccaaacggot

gtcataaaga[C/T]lccatgagaataactocttthoccaactggotactataatcaggtttgocta

0zz2d
T-.l':..

thael Alaux




Annotation Viewer Prototype

Accession number 964
Accession name ARCHE
Synonyms -
subspecies Triticum aestivum aestivum
Pedigree TRIBUTEAME44-9-4-1
Biological status Advanced/improved cultivar
Comment -
aphical origin : France
Bred

Breeding site

Breeding institution Mickerson
Creation year -
Original number -

French catalog registration year 1989

French catalog deregistration year -

Donated
Donor institution Unite experimentale du Magneraud, GEVES
Donation date 19849

Original number -

Holding institution UMR Génétique, Diversité et Ecophysiologie des Céréales, INRA-Clermont

£ URGI http://urgi.versailles.inra.fr/gb2/gbrowse/wheat 3B_RPH7_pub/

Michael Alaux



Annotation Viewer Prototype
<EUALUA110N DATE)

Growth class Hiver - Winter

Days to heading (Counted as days from sowing to

50% of panicles fully emerged) 141
Scale of days to heading 7
Plant height {cm) 85
Scale of plant height b
Scale of 1000 kernels weight 5
Wheat awnedness b
CDISTRIBUTION D
Presence status Maintained
Available % Yes, with restrictions
Distributor(s) UMR Génétique, Diversité et Ecophysiologie des Céréales, INRA-Clermont
COLLECTIONS
WHEAT _TRITIFOL_COL
Part of WHEAT _GEMOFLANT_COL
SOFT_WHEAT_CORE_COL
WHEAT _INRA_COL
GEMNOTYPING

This accession has been genotyped: see ARCHE in GnpSNP.

ZUxal http://urgi.versailles.inra.fr/gh2/gbrowse/wheat 3B_RPH7 pub/  Michael Alaux



In development: whole 3B annotation viewer

v443_0002 .
} 4 Il
ok 100k | ] 200k 300k 400k 500k
P . PP PP it bbbt} L..i, T P et PR i PR T IPEPT
ok sSok 6ok 70k 8ok 9ok 100k  1lok 120k 130k | idok | 150k 160k 170k 180k 190k 200k 210k 220k 230K
. OO
. 5Kkbp |
P IJ; i i |J.l| i =4 I.I T IJJII.I P 44 I.JJ i IJIIIJ T Jlll.li b4 L]I 4t P l]l i 4 II.] i =4 I.l T bt I.I.l P AJII.J i IAJI bt
133k 134k 135K 138K 137K 138K 139K 140k 141K 142K 143K 148k 145k 146k
+ B B B 2 H H Transcript
v443_0002_SIN_133587_140962_nRNA_0003 EXONERATE _BLASTX_prot0SA_141960_142673_05UM42_Match_0005
= = | (ot v e el s
EXONERATE_BLASTX_val idated_143435_14526
—_a—-r— -
* BB EHHE TEs
56_udd3_0002 58_vdd3_0002 63_vd43_0002
| — 3 == L =]

39_L443_0002
Tt

F. Choulet

;U?Gl Michael Alaux



In development: survey seq annotation viewer

lcl | 70L-3394874 ‘

S R T W U S S VO W S S W S W W ——_.
0! 1} 2 3 1t il f 1
| PR
1c117DL-3394874: 6,979 kbp 2 kbp |
4 " i " " " 4 " " " " " i L 4 " i " i " L " " " " i " 1 " i " L L
ok 1k 2k 3 ak 5k Bk,
% B & 5 2 H # Contig

1c1170L-3394874
+ B E B B H # Bristol SNPs

BSOOOOII7I
<G

« BB EEH B> DAT markers
WPt-3657_PURF+
[

+ B A @ 2 - @ Barc primers
* B B E L HH Cfa primers
B B E QB Cid primers
+* EEBEHB Gdm primers
+ B EEEHBWmc primers
+ B EEBEHBWms primers

* B EEEH B> wEST markers
BEGO4102

C. Pozniak

~ URGI Michael Alaux



Wheat dataflow overview

Wheat@URGI website
M Data !

Tools o -
Google-like search

Whea

EVENTS & PUBLICATIONS 5 nss MR

26 Jul 2012
5 positions available at URCI

—

http://wheat-urgi.versailles.inra.fr

z URGI

viewer

- GBrowse

BLa 1BLe  3ASe  3AL  3Bs 3Bw  3DSw  3DLw

~Genetic maps,
_Markers, QTLs,
. MetaQTLs ...
- GnplS

Dorane  Rafaronce name Refarence valus Evidance Contacy
G rame | eminas .

i
e
------
-----

__viewers
GBrowse

. Accession; (210-13"M)1-37
";1'.::{5 —
~Germplasm
Diviggen

Do i

Michael Alaux
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Questions

/Survey Sequence Repository \

http://wheat-urgi.versailles.inra.fr/Seg-Repository

Ask an account
http://www.wheatgenome.org/Tools-and-Resources

Wheat@URGI website
http://wheat-urgi.versailles.inra.fr j

.

Contact me at michael.alaux@versailles.inra.fr

C«U-"G' Michael Alaux



