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Spe0ies *You are here : Home / Species [ Wheat

Data Vitis Wheat

Wheat

TDC" 5 Sequence Repository No one can be a statesman who is entirely ignorant of the problems of wheat
(Socrates, 470-398B8C).
Data
Projectis list Tools
Projects list

Deletion Bins Sequence Repository first version available

Deletion Bins

Publications
Links

Publication=s i Why develop Wheat genomics?

Today, agriculture is facing one of its greatest challenges since it began 10 000 years ago, that of producing an
Links

Leptosphaeria ample supply of high quality food and feed for a growing world population in a sustainable and environment friendly

manner. Bread wheat (Triticum aestivum L.} is the staple food for more than 35% of the people and is grown on over

s 95% ofthe wheat growing area. Its sequence holds the key to genetic improvements that will allow growers to meet

Venturia the increasing demands for high quality food and feed produced in an environmentally sensitive, sustainable, and
profitable manner. Further, because of its recent history, hexaploid wheat is a very good model to study polyploidy, a

Arabidopsis driving evolutionary force for more than 90% of all plants.
Oryza The International Wheat Genome Segquencing Consortium (IWGSC) , was established by a group of plant scientists,
breeders, and growers dedicated to sequencing the wheat genome to enhance our knowledge of the structure and
Populus function of the wheat genome. By gaining increased understanding of the biology of agronomically important traits
- and deploying state-of-the-art molecular tools, plant scientists and breeders will be able to accelerate wheat
Maize improvement to meet the challenges of the 21st century. The IWGSC is committed to ensuring thatthe sequence of

the wheat genome and the resulting DMA-based tools are available for all to use without restriction.

- The European Triticeae Genomics Initiative (ETGI) is a platform for the coordination and representation of Triticeae
Pisum (Wheat, barley, rye) genomics research at the European level and serves as a link to the International research
Flax community represented by the International Triticeae Mapping Initiative (ITMI). ETGI consists of European scientists

from public and private research institutes who are interested in developing complementary and coordinated
research projects on Triticeae genomics to pave the way for a better understanding of crop plant systems biology and,
thereby, enable substantial improvements of these essential crop species for the EU and world agriculture. ETGI
parners coordinate applications for national and European research and training projects to assistin strengthening
and structuring of the European Research Area (ERA). For three years beginning in 2007, ETGI networking activities
are supported by the COST action “Tritigen” (FADG04) .
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m # free access tool @ restricted access tool
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Tools Sequence survey #

Projects list Physical maps : 38 (99% and 82% 'ﬁ'

Deletion Bins coverage) and 1BL

Publications Annotations : 13 contigs of 3B #

Links _ _ e
Deletion bins of 3B chromosome #

Genetic maps
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aQTL ﬁ-
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Genetic resources

EST ﬁ-
SNP -ﬁ-
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3B chromosome.

Click on a bin to display the contigs list
in the physical map browser

£ RGl - Wheat bioinformatics at URGI
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ZVlJRG' Sequence Repository =
« IWGSC initiative
« Click on a chromosome to have access to the survey
seguence, blast search and viewers when available.
= Survey sequences and blast search are access
restricted:
» to members of the IWGSC coordinating committee
In the first time.
» ask an URGI account (please select project name:

IWGSC):
http://urgi.versailles.inra.fr/index.php/urgi/Reqister

http://urgi.versailles.inra.fr/index.php/urgi/Species/\Wheat/Sequence-Repository
il

CINA Michaél Alaux 7
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http://urgi.versailles.inra.fr/index.php/urgi/Species/Wheat/Sequence-Repository
http://urgi.versailles.inra.fr/index.php/urgi/Species/Wheat/Sequence-Repository
http://urgi.versailles.inra.fr/index.php/urgi/Register

[heat Genome

£ RG] Sequence Repository =

Register

sC

With this form you ask for an URGI account.
This account grants you access to private tools, software and data, signaled by this icon: g0

All fields are mandatory. Please wait for an email with your credential.

You can upgrade your account later upon reguest to access more senvices (secure shell, electronic document
management, apollo software and more).

You

First name

Last name

Lab

|
|
Institution |
|
|

Email

[ agree with the |NRAIT charter.

Your manager

First name |

Last name |

Our project

Project FIWGSC - M Alaux {=| M found?

Are you human?

the <y

| |
oK

olza

http://urgi.versailles.inra.fr/index.php/urgi/Species/\Wheat/Sequence-Repository
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> - b
R Sequence Repository I

« Chromosomes 1B and 3B have already informations.

» Link to survey seguences progress available at TGAC
for projects leaders (access restricted) :

285 Jane Rogers (UK} TGAC llumina e
2BL Jane Rogers (UK} TGAC llumina Oee
205 Jane Rogers (UK} TGAC llumina e
20L Jane Rogers (UK} TGAC llumina ODee
345 Bikram Gill (US) Akhunov (US) 454 oo
3AL Bikram Gill (US) Akhunov (US}) 454 9o
385 Catherine Feuillet (France) Genoscope lllumina 6 6 e
3BL Catherine Feuillet (France) Genoscope lllumina 6 6 e
DS laroslav Dolezel (Czech Rep) | K 454 ®ee

i mﬂN?A Michaél Alaux 9
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Q 5 International
AP I ID‘ I P a3 | — =, d mlcai Genome
‘Chromosomes : 1BS physical map
Project Leader: Forol Abraham
1BL 3B (99% coverage)
Landmark or Region: Project team
ctg2622 Searg International First name Lastname Email Institution  Country
Data Source .
- . m'eaf Genome Tzion Fahima tfahima@univ.haifa.acil Ha!fa . |srael
Wheat physical map viewer v3.0 . University
: — Sequencing -
noveﬂ Consorf,'um Dina Raats ddraatsi@gmail.com E:::::—rsiry |srael
. Haifa
News and Reports Organization Projects Tools and Resourcd ~==" Fren=l S e University e
m Details . Haifa
Home / Projects / IWGSC Bread Wheat Projects / Projects by chromosome / Chron] "#¥ Dodes dodekon@amail.com University ' =/=!
. ., Haifa
. Tamar Krugman  krugmani@research.haifa.ac.il . . |srzel
Projects Chromosome 1B e
»IWGSC Bread Wheat
Projects . Project collaborators
N — Available data S E—— —
: IMRA,
>Sﬂw Access data for Chromosom. Catherine Feuillet catherine. feuvillet@clermont.inra.fr Clermont  France
»Projects by chromoseme FEmETE
INRA
> Chromosome 1A Etienne Paux etienne. paw@clermont.inra.fr Clermont- France
» Chromosome 2A . Femend
- Projects
» Chromosome 3A
» Chromosome 4A 1BS physical map Chromosomes concerned by this project
Click on & chromosome to scoess associated data (when available) at URG]
» Chromosome 5A Project Leader: Korol Abraham Sequences Repository.
» Chromosome A "This project is funded by the Europe
1D 2D 3D

* Chromosome 7A
* Chromosome 1B
* Chromosome 2B
* Chromosome 3B
* Chromosome 4B
* Chromosome 5B

> Chromosome 6B

Programme (FP7/ 2007-2013) under

1BL physical map

Project Leader: Feuillet Catherine
"This project is funded by the Europs
Programme (FP7/ 2007-2013) under

1BS

Project funding

“This project is funded by the European Community's Seventh Framework
Programme (FP7/ 2007-2013) under the grant agreement n*FP7-212019°

VIICAU/ OTUUCITILCE-RECPUSIWIY

http://urgi.versailles.inra.fr/index.php/urgi/Species

i,

Michaél Alaux
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Chromosomes : International | |
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. Consortium
Landmark or Region: - <
cighb Search | News and Reports Organization Projects Tools and Resources General Documents
Data source Home / Projects / WGSC Bread Wheat Projects / Projects by chromasome / Chromosome 3B p
Wheat physical map viewer v3.0 h
B Qverview _ | Projects Chromosome 3B |
ctg0005b.1 ctg0011b.1 ctg0079b.1 ctg0091b.1 ctgo3g| ' LWESCBread Wheat 0100L17.1
Projects R
Landmark or Region: s Physical mappine Available data
S‘ag;g?:d;mmm _Search | » Sequencing Access data for chromosome 3B at URGI Sequences Repository
Wheat annotation viewer v1.3 = » Projects by chromosome
= Qverview ; » Chromosome 1A

=

I » Chromosome 2A PI'OjECtS
0 *Chromosome 3A
4

= Details » Chromosome 44 3B physical map
of T . > Chromosome 5A Project Leader: Feuillet Catherine
E51H Contig » Chromosome BA The 3B physical map has been constructed in two steps:The first map was obtained
ctgosd after fingerprinting about 68'000 clones and assembling 56,952 high quality BAC
SEEmRNA »Lhromosome 74 fingerprints into contigs using the FPC software (Paux et al, Science, 2008). The fin._
L T » Chromosome 1B
EERISBP
cFpgooL cFpIO03CFpT004 o »Chromosome 28
cfpSo0e cFpG00S
= = * Chromosome 38 Sequencing chromosome 3B
» Chromosome 48
_ Project Leader: Feuillet Catherine
» Chromosome 58 The objectives of 3BSEQ are to: Sequence and annotate the whole chromosome 38
» Chromosome 6B Understand its evolutionary dynamics through comparative analyses with the other
» Chromosome 78 cereal genomes available Functionally characterize the gene space by establishing
» Chromosome 10 &
EEHSTS

i<st349—3B »Chromosome 20

» Chromosome 30
B S1H Repeats (Repeats Unit or Repeat Red Chromosome 3B survey sequence
:p_h'T_rEp_OOGJ. rph?_rep_ﬂﬁiﬁﬂ:h?_rep_

» Chromosome 40
> Chromosome 50 Project Leader: Feuillet Catherine
Fph7_re_ 0003 rph7_ep_ 0025 k7 _ In the framework of the 3BSEQ project, a 50x sequence is under production using
AR NNNS A MANE AN *Chromosome 80 llumina GAllx analyzer (100bp reads) with paired end reads of 600bp on flow-sorted
QNN - W | »Chromosome 7D 3B Icurhqg-mcrst:-me . The reads will be assembled as well as mapped against the
! ! scaffolds...

rph?_rep_000Z2 rph?_rep_0017 rph?_re|
= ' =

*IWGSC Ae. tauschii Projects

-
http://urgi.versailles.inra.frj] eteeeaaiee itory

y 1I51

Michaél Alaux 12
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2‘}33\6' Wheat physical map viewer =
= Versions
a v2.0to 2.4

» contig centric view
» published version of the 3B FPC gifexnite?'z'ooa)
> add of deletion bin track
» deletion bins chromosome image
» Index of all features in "Landmark or Region" (wildcard)
» speed improvement with GBrowse 1.70 and MySQL 5
» link to BAC annotation viewer
» external link to CMap composite maps (R. Appels)

http://urgi.versallles.inra.fr/cqi-bin/gbrowse/wheat FPC pub/
FETINRA Michagl Alaux 13
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S . . boea
£ Gl Wheat physical map viewer 4

a v3.0
» add new version of 3B FPC assembly (99% coverage)
& 1BL physical map (E. Paux, R. Philippe)

http://urgi.versailles.inra.fr/cqi-bin/gbrowse/wheat FPC pub/
FETINRA Michagl Alaux 14
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Wheat physical map viewer

1BL 3B (99% coverage) 3B (82% coverage

Data Source
: ; ScrolliZoom: <</< Show 373.2 kbp[=| ' 212/ CIFlip
Wheat physical map viewer v3.0 E
= Overview
Ltgs
ok 100k 200k 300k |
= Details
ok 100k, 200k, 300k,
B E | Contig
ctgh
E & H belongs to the Bin
3B3E-0.76-0.67
B R Markers
Ja#S32672333-38 Ja#s26025107-38
umcd30-38 Bepu77aT-38
BEHBACs

TaaCsp3EFhA_o10dLz21

TaaCsp3EFhA_0101020
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ITaaCSpSBFhH_006?814

Taatap3BFhn_0242623

}aaCSpSBFhH_OO?OFii

TaaCsp3BFhA_DE70R1d

ITaaCSpSBFhH_OOS?KiO

TaaCsp3EFhA_03d5P13

TaaCsp3EFhA_OL133P1E

ITaaCSpSBFhH_0023H14
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Reference: ctgb
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L ]
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L ]
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2#"3' Wheat physical map viewer

Deletion Bins

} } } } } } + + } } e —
ok 1'3':3'}{ 3B53-0.87-1.00

: = 3858-0.78-0.87

#l | Contig 2GS ‘ 3857-0.75-0.78
ctgh inthe phvaical map Browser. 3B59-0.57-0.75

: = 3BS2-0.56-0.57
#l A belongs to the Bin 3834°0:35-036

Deletion bin 3B51-0.33-0.55

3B556-0.73-0.37

# | Markers
k Ta#S3267263
[ ]
iz 3036
[ ]
AH BACs
TaaCzp3EFha_o1o] Source: FPC

TaaCzp3BFha_0ff Reference: cigb

- . ; .
saCzp3f |Link to Deletion Bins Image
TaaEspS

%aaEspSEFhH_ﬁﬂ?ﬂFii
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3BL8-0.28-031 [ . .
3BL1-0.31-0.38 |_LrlE3Mo3

3BL9-0.38-0.50

38110-0.50-0.63 pCEp3BFhA_
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I = —_—
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' . TaaCspIBFhA_0342001 " TaaCsp3EFhA_0367HOD

TaaCsp3BFhA_0343F21
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i TaaCzp3BFhi_0037K10 Position: 1..260401 Type: BAC
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TaaCspabFra_oz7ants | Detailed Report 541 Length: =Eliln B
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Marker details

Rafarance

Marker nam

Taxon : | Triticum aestivum

Marker type :
Marker origin - | amplicon

Target - | WMC

GnpMap

| Origin laboratory - | [TCF

Hhzat
36 Consensus Fab0d

[

3B
[372]

CIRIER

FhA_0101J20 TaaCsp3BFhA_0117N21
12 TaaCsp3BFhA_0121H12

D8 TaaCsp3BFhA_0037K10

11 TaaCsp3BFhA_0040122

16 TaaCsp3BFhA_0079H12

11 TaaCsp3BFhA_0023A14)

| TOTUWW ST WVTITSOL O T T

Mapped loci " /
Mapped loci: 4 = -
*

Locus name Taxon ‘ Distance ne)

Yinrne A0 EO [ Tol ficty i nllhanfid 07434 Tritirym naotin i = 1 5 3201
Feature Name Feature Tvpe  Species Map Set Map Name Po
WMC430 SSR Wheat Framework Feb07 5B 154 iy [ View on Map ] [ Feature Details |
Hwmecd 30 SSR Wheat Curated Con Somers C 3B IEF 0, ¥w... [View on Map ][ Feature Details ]
Hwmed30 S5R Wheat Curated Con Somers C 5B 154 0, ¥w___ [ View on Map ][ Feature Details ]
Hwmed 30 SSR Wheat Curated RL4452*AC Domain SO 05 5B 163 0, X¥w... [View on Map ][ Feature Details ]
Kwmcd30 S5SR Wheat RLA452*AC Domain SO 056/08 5B 163 E% 0, ¥w___ [ View on Map ][ Feature Details ]
Hwmed30 SSR Wheat Somers Consensus April 04 3B 3 30 [ View on Map ] [ Feature Details ]
Awmcd 30 SSR Wheat Somers Consensus April 04 5B 154 p— 0 [ View on Map ] [ Feature Details ]
Hwmed30 SSR Wheat Somers Grain Genes Consensus Map 3B 3.00 eMwmc0430, wmed30, WMC430 ANgm.... [ View on Map ][ Feature Details ]
Fwmed 30 SSR Wheat Somers Grain Genes Consensus Map 5B 15400 cMwmec0430, wmed 30, WMC430 Xwi,.. [ View on Map ] [ Feature Details ]
wmec4 30 S5R Wheat 3B Consensus Feb09 3B 20.92 cM [ View on Map ] [ Feature Details |
wmecd 30 SSR Wheat 5B Consensus August 2010 5B 140.56 cM [ View on Map ] [ Feature Details ]

%IN'\)A http://urgi.versailles.inra.fr/cgi-bin/gbrowse/wheat FPC pub/
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2}3’\6' Wheat physical map viewer

o In development

» add 3DS physical map in restricted access (J. Bartos, J.
Dolezel)

TR T A . R P A VR T A VL WO A
ok 10k 20k 30k 40k G0k Gok 7ok G0k 9ok 100k 110k 120k 130k 140k 150k 160k 170k 180k 190k 200k 210k ZZ0k 230k 240k 250k 260k 270k 280k 200k 300k 310k 320k 330K

3 Contig
ctg7on
2H belongs to the Bin
2B Markers
wmcad9
L ]
1EBACS
TaaCsp30sha_00S5F17 TaaCsp30shA_o02dL2s
TaaCsp30ShA_0067G16 '\ TaaCsp30ShA_0092103 '
TaaCspaDshi_o065G14 N TaaCsp30shA_0057F24 '
' TaaCsp30ShA_0070017 ' ' TaaCsp30ShA_D0G4A07 '
[ TaaCspIDShe_a075L23 ' © TaaCsp3OShA_0080N0E
" TaaCspa0shA_0079HL3 TaaCsp30shA_o059C2L '

TaaCap3I0shA_D071Fz4
I TaaCsp30ShA_0038L19
I TaaCsp30shA_0035M1E

TaaCep30ShA_0005Po3
ITaaCSpSDShH_OOSZDiB
I TaaCap30shA_0096R1S

TaaCsp30Sha_oo34024
I TaaCzp30shp_0o0lEL7

» using GBrowse 2

http://urgi.versailles.inra.fr/cqi-bin/gbrowse/wheat FPC pub/
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IN ealt pnysical map viewer b G
+ + + + + + + + + } } }
0 1M 2M 3
E £ | Contig
ctga5d
E E B belongs to the Bin
3B56-0.78-0.87 /
B = HE Markers 3 )
HeFhE012-36 BE398265-3B STS80-3B  BE4995 _'I BE499565-36 STS142-3B HeFhE016-36 STS49-3B
L ] L] - L ] L ] L ] L] L ]
ST5189-38  STS237-38  STS$83-3B Position: 1..3156001 BF292335-36  SungentadS-3B 5TSH0-3B Syngenta
[ ] [ ] L ] L ] L ] [ ] L ]
5T537-3B 5T584-3B 5T5138-3  Source: assembly GAD1-3B STS65-3B STS66-38
L ] L] - L ] L ] L ]
§T5222-38  STS163-3B §T532-3B . PG3-3B  STSE14-3B
: : i Reference: ctg954 I :
5T552-3B i STS194-36 STSPP2-3B
i Zoom to this feature : 3
EEHBACs Detai
SE_108_K13  3E_159_NOBIE_115_Niu 3B_068_P24 3B : . B1 _F14 36_103 FA5 36_002_FOO3E_132_M22  36_135_J20
— 3 = ; % Link to Annotation —
3B_OO6_F09  3B_007_LO3 35 _055 51? 36. 078 FOZ 3 24 36 112 _koz 35 015_Fo7 36 112 GO8  3B_028_J03
— — { —
3B_051_K11  3B_062_D14 3B_114_P23 3E_ oa8_ 014 3B_164_(19 3B_112 L1& 36_065_ n-::nz 35 007_ N9 3B_001_G18  3B_005_E04
t i t i — — —
36.048.C24 36047420 36_095_ B10 36 0?1 FO?SB _A67_ 113 36_\53_ 51535 112_Fod 36 073_ P12 36_001_HL7 3B_005_B23
k
36093 H-::-3 35 0E5_ czz 35 (15 _Co3 35 040_ F12 3E_ 041 001 36 \pos _L1g 36.039_ L:LCI 35 (95_ 109 35 102_Nod 3B_109_K15
35 020_ |_1r5 35 099_ JZO '3B_171 M0 36.130_ M7 3B_176 mzss 6N15 35 091 _ NE‘JE 35 _027_Hog 3B_163_J21 | 3B_014_L11
— — —
3B_134_G11  3B_054_I20 3B_163_M0S 35 123 Fo7  3B_041_BO7 3B\104_I05 3B_112_ Ty 3B_064_B20  3B_082_J17
— A — — A A —

I IN'\)A http://urgi.versailles.inra.fr/cgi-bin/gbrowse/wheat FPC pub/

—
3B_139_Log
—

Link to annotation viewer
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Zl}f\G' Wheat annotation viewer 4=
= Versions
a v1.1
> GBrowse 1.70
> Contig 954 (FHB locus) of 3B chromosome
a v1.2
- Publicly available Flant el 2010 Jun 25
o V1.3
> 12 new annotated 3B contigs (F. Choulet)
o In development

> All 3B BACs will be automatically annotated using
TriAnnot (P. Leroy) in the frame of the 3BSeq project

http://urqi.versalilles.inra.fr/cqi-bin/gbrowse/wheat3B RPH7 pub/
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Select your annotated
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0100L1Z.1—>

C 5b.1 ctg0011b.1 ctg00798b.1 ctg0091b.1 ctg0382b.1 ctg0464b.1 ctg0528b.1 ctg0616b.1 ctg0661b.1 ctg0954b.1 ctg1030b.1 ctg1035b.1 TaaCsp3BFhA
Landmark or Region:
ctg0954b.1:1..1000000 Search
Data Source
ScrolliZoom: <</~ Show 1 Mbj 2122/ EIFli
Wheat annotation viewer v1.3 E p o] P
= Overview
Ltgogﬁdb.i
. .
of 1 2 El
= Details
1 ; ; } ; 1 ; ; ;
ofl o.M .20 .31 .4H 0.5 0.6M 0.7M .5H .5M ix
EEH Contig
ctgo5d
EEHmRNA
= cnem o - ome e e em - - - e
= =4 -
EEHESSR
cfba00S cFbe09Z  cfbb093  ofhblzl cfhbbizs cfba01S cFho0an cfboll? cfbAl1d  cfh6030 cfhe0s7 cfbA032  cfbE033 cfbe03d cfbal0d cfb6119 cfbfl0s cfb6loi
pid by by e e v by pud W ¥ = e ¥ W v s v v
cFbena3 cFhe09d cfba026 cfba085  ofhE028  cfbe0g? cfholl3 cfbEldl cfhElo)  cofhS0ZZ  cfbelil cfhEl03 CfbEl0S cfbEn37  cfhell?
by by w v pad w e 4 by v 4 v - bl s
cFhE064-cFhengs CFhE0Z7 cfhba0le cFbengs cfbenld cfba09g cfbel0z cFhe036 cfha017
e by v by by - by il v
cFhE000 cfba0Gd cfha0ze cfha03l cfbElld cfholdz cFhe038
v pad e e 4 bad v
cFhE0Ea-cFha090 cfha0gs cFho09g cfha03n
il pad il e
CFhB0GE-CFhE0oL cFhE09S
- v
cfheno1
o
cFh&00Z
Fd
cFhE003
4y
cfhE00d
4
ESHSTS
¥stad9-36 ¥stsH0-36 HstsE5-36
f i I

HatahE-36
'

EE1H Repeats (Repeats Unit or Repeat Regions)
rph?_rep_0001 rph?_rep_0016rph? _rep_0033 rph7_rep_005drph? _rep_0068
' = e a

rph7_rep_0002 rph?_rep_0017 rph?_rep_0035  rph?_rep_0055 rph? _rep_0070
= ] = 3 4

rph?_rep_0003rph? _rep_0025rph7 _rep_0037 rph? _rep_0057 rph? _rep_0073  rph7_rep_0102 rph?_rep_0136
= -3 4 1 ] ] [

IN-\)A http://urgi.versailles.inra.fr/cgi-bin/gbrowse/wheat3B_RPH7 pub/

rph?_rep_0101 rph?_rep_0133rph7_rep_0146 ctg095d4_repeat_unitO0003  rph7_rep_ 0188 rph7_rep_0198 rph7_rep
1 ] [ e 1 1 =1
rph?_rep_01015 rph?_rep_0135 rph?_rep_0147 rph?_rep_017irph? _rep_0184 rph7_rep_01903 rph7_rep_0205

[ = 3 1 1 1
rph7_rep_0130  rph7_rep_0172 rph7_rep_0186 rph7_rep_013d rph7_rep_02
1 1 1 L] 5
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1 | 1 1 1 1 1 1 1 1 1 | 1 1 1 1 1 1 1 1 1 | 1
1570k 1580k 1590k

166

I HE Contig
ctg8hd
M BAC
3B_0d2_[(G05 S M
3B_079_k17
{—
IH mRHNA - ctgﬁﬁd'-
N Positions 1..3109948
sepsod Length 3109948 - .
| 1
Referen::e_ ctg0954b.1 Fn5089
JH SSR Zoom to this feature
k to 3B Physical Map >
C—
IR 5TS
wetsldz2-36
| ]
il @ Repeats (Repeats Unit or Repeat Reqgions)
rph?_rep_0321 rph7_rep_ 0322 rph?_rep_032d
1 1 1
rph? _rep_0323
1]
rph?_rep_0325
==
rph? _rep_0327
ol SHP allele tower [GnpSHP)
G G C C
T C T T
C A G
T C A
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Wheat annotation viewer

<<
Z\RG

A H Conti
ctga5d

A H BAC

J6_0d2 ]
{—
36_079)
{—

AHE mRHN

BAC

3 I15BP

AHE S5R

A STS

il H Repe

AHE SNP

Name:
Class:

Type:

3B_042_G05
BAC:EMBL

BAC

Description:

Source:
Position:
Length:
dbxref:

»3B 042 GO5 class=BAC:

CACRRTGIGC
CARRTATCRL
RARTCGECCCR
ACTCRCATCR
GITCRAGTTAR
GIGITTATTG
ACRGGGRAAGH
TRARARCACCALD
GACCACTIGGT
GCARGATCALR
CCRAGCRAGRLL
CITITATALT
RCGATATCTIR
GFERACTACLRC
CTTTCCARCT
ATCRATACCT
CIICTICARACGE
TAGCCGATICT
BRARCRACGCH
CCRRCATTRC
CCRRCTCARACL

EMBL

ctg0954b.1:1486832..1649927 (+ strand)

163096

GFF_source:EMBL

LLTROQOOAG
CCRATGCRCR
TRATTRACAG
GTTRRCATRAR
TAGTTTAGGT
CATTTACTARR
ARLLORACTGRL
GRARRRRGRAC
CTATGRACTC
CARCTGCIGE
CGTATCAGRR
TGCRARRTRRR
TCTTTRRRRR
TTTCTITGARRR
CACATATATT
GERGGEAGGRAC
TCCTICCCCG
GGRARRRCARARR
TCCRGAGACT
AGRCTATCGLR
RCRAGCAGCH

EMEL position=ctg0954b.1:1486E832

CTTCRCTARLL
TACTTITIATIT
GGATAGGTAT
TTRACAGRATT
GCTCTARATTT
ARRRRCATART
TARGRATAGCH
ARRGGETTITIGR
ACCRAGAGGAT
GACRACCAGIG
TARRRTALGC
AGRRGRATLRT
TCTRAGGEIGRC
GGEATAGGRARLD
CTTTCCACGGE
ACGGEGECTCGC
TCCCTGGARAC
GIGATGGITA
ARTTCCACIG
ACRRGGERAGCLR
ACRAGRGEGRC

CTACTIGGICT
LCCRAGGCAGLR
RACCRARDCH
TCAGRATARRACH
AGTTRARRRCT
ACRBRTGCCAT
GGCARTGTAG
ATGICARAATL
TAATTTIGIT
RRORTCCIATLR
RATGTATCCLR
GIGATGACGR
AGCRGCARTC
GGEGGRCCTICC
CRRCTGGRACR
TTGRAATGGGR
TCGTCGCAGT
BATCTTICGGC
TCAGRATTIGR
RATRRAGRAGCC
CRRORCATCG

TCTTCRCCRC
GAGRTAGCIC
AGTTCATTIG
TEETTACTGC
GCRAGCATATR
TTACTGARGT
GACATRRAGHE
TATTCCCARAG
CGGGEICACTIC
LLGRGRCADD
GCTTRCAGTIR
TGECAGCTAAT
ATRCATCACHR
ATTTCCRATR
ACTTGGRACHE
TTTCGRACTTG
TTCTGATTGC
ARTTCACATAR
TRRTTCGCCC
TATTRCGRAAT
CCCRAGGECCCC

.. 16439327
ARGTCTACAT
ARRRCAGRLC
TCTTCCAAGT
AGRRAGTCRG
ACRRATTCRG
TGTGTGTALD
ATTCGACCAG
ARGCTATTAL
CCRAAGTTIGC
TGATTRAAGTIG
CCICTTIGCCR
CTITATATAGLR
TACATRATGGE
TTCCTGCCAT
ARRGRAGTGGE
CTTGETGGCR
CGACTCGAGC
ATTCAGIGAT
CATGGGAACH
CGCITIGGAG
GATTAGATIC

[+ =trand)

CGCCRCRAGRR
ATRTATALTT
ATRARACRTC
TTRRCATATT
TTRRGTARTC
CATGRCTARG
CCTCTARCACR
GACRAGGAGR
TCATAGCATC
LOLTROATTGLR
GATTRRRATR
RLCCTATCRC
GRATRRGACR
CRRRRECTAT
AGRCGATGGC
CTGTITCTCCC
AGRATCCITA
ATLRCRALOAN
CATGGAGCAG
ALGCTRACLRD
TCRATTCRCC

ACRRTRAGCRG
TERARRTRALAGE
ARLGTGECACRL
CTGECGCACRT
CGRATAGCTT
CTTGRCAGRET
TCRAGCACCTIG
TAGTRARATGT
CCTCATACALR
AGATRACLRTC
GAAGTGITIGR
CTRACTGGCGC
TGETTATIGE
TGRACTCGRAT
AGGRATCAGSE
AGTATAGGAT
TCGAGTAGGE
ACTGACTAGR
CCRRATTTCR
TTCATCCAGC
CARCRCRACLG

A -

[

C
A
C
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1570k 1580k 1590k 16¢

AH Contig
cto0d
AE BAC
36 _042_G0S
3B_079_K17
I8 mRNA
A| ISBP
cFp040 k cFp508s |
2| SSR TAA_ctg0954b.00230.1
. 1570987 .
Positions 1574955
AME STS Length 3969
Gene Name hga?
I Repeats (Repeats Unit g glycosyltransferase
rph7_rep_032l Function HGA-like putative
ex

best blast hitin
Brachypodium
distachyon:
Bradi2g01420 1
59% identity 100%

Eara LW e iy o

@ | SHP allele_tower (Gnp S|
- (Gnp MNote 1

— =&
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Name: TAA_ctg0954b.00230.1 a sativa Japonica Group ]
Class: mRNA:EMBL
Type: mRNA
Description: best blast hit in Brachypodium distachyon: Bradi2g01420.1 59% identity 100% coverage;
57% identity 96% coverage
Source: EMBL
Position: ctg0954b 1:1570987_.1574955 (- strand)
Length: 3969
Note: best blast hit in Brachypodium distachyon: Bradi2g01420.1 59% identity 100% coverage oup (cultivar: Nipponbare
best blast hit in Oryza sativa IRGSP: Os01g0119000 57% identity 96% coverage Streptophyta; Embryophyta; Tracheophyta; Spermatophyta; Magnoliophyta; Liliopsida; Poales;
best blast hit in Oryza sativa TIGR: 0s01g02930.1 57% identity 96% coverage
dbxref: GFF_source:EMBL
genbanklD: [Bradi2g01420.1
0801 0119000 S>TAL ctg0954b.00230.1 class=mRNA:EMBL position=ctg(9%54b.1:15708987..1574955 (- strand)
Q ATGGTCAGCG TCGACGCGAR GCAGGCGGCG CCGGCGGCGGE GGGGGAAGGE GCTGATGCTG GGGAGCTGGGE CGCAGAGGCR
05019029301 CCTCAACCTG TGCTTCGTCG CCGGCITCCT CCTCGTGCTC CTCACCTACC TCGTCGICTC CCAGCAGTTC GCCGTCACCT [ 1105590 pr
ene: hgaz CCCCCGTCGG TACGTACTAG TACGCGGITG ARATCGATCAC CCAACARAATC TACACTCTCC TCCCTCCCTIC CCTCACTCGC
g = X i CGCCGCGCAC CGCTCATTCAR GTCACTGITG ATCTGCAGCT GTCCCCACGR CGACGACGCR CAGGAAGCAT CAGGCAGTICR
product: alycosyitransferase HGA-like putative expressed BAGTCCCCCGE CGCCGGCGAA GCAGGTGAGC ACCCATCGCC ATCCCCTGCC CTGCAATTCT CTGTCCAATT TCAACTACTC
. . TTCGACTTCGE TTCGITCCAT CGARCATTIGAT GCCGCACTAC CCCGCCGETICC GCCCGGEGECCC GGCGCCGGCE TGETGRARLG
Parts' Type exon LARGRARAAG RARCRCAATTA AGTCRAACCTG TTATTTGGAZ GCAGTGAGGC GTIGCCICICT GACTCTGACT CATCGRATCR
Degcription: TGACTRARATT GACTAGGAGT AGGATTAACG CARAGGGGATC GAGGAGGAGR GGGGAAGGCGE GAGGCCARAT CAGCTCARGR
. GCAGCAGCAC GAGCAGCAAC CGGGTAAGTA TAAACATCTIT CITITIIGCG GUGTARATAT ARATACATCT CICITICIGT
source' EMBL CGGETGGECATG GTATGGRCGE RATGAGTGAG CGARAGGGCGE CTGIGITITT ACCAARAGCHR GGGCCGCCGA AAGCAGAGEE
Position: ctg0954b.1:1570987..1572173 (- strand) CCGCECGCEC GGTETGEEGR AGAGAGACGA CGACGETGCE GCCAAGCCGT TCGETATGTC CAATATTCCT CCTCCCCCTA
LACTRARCTAC TCCTAGTATA GCAGAATTAR TGTGATGAGR TGACGCATTT TATTCCTIGCT ACTTTTAGAR AATATATACH
Length: 1187
dbxref: GFF_source:EMBL
Ll Ty v |u\_.-|||.||._'f L
caverage
B GenBank ID Bradi2g014201 0Os01g0119000 Os0
: Reference ctg0954b_1
G oom to this feature
C .
; | Detailed Report -
C 4 ' i m b
c -~
7
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< IName: cfp5040
aHE Class: PCR_product EMBL_ISBP
o Type: PCR_product

3| Description:
3| Source: EMBL_ISBP

1[3_ Position: ctg0954b 1:1565616..1565763 (+ strand)
35 Length: 148
j dbxref: GFF_source:EMBL_ISBP
i
IESESF) >cfps040 class=PCR product:EMEL ISEP position=ctgl854b.1:1565616..1565763 (+ strand)

TITCCTCCGT CCCATRATGT 2aGACGTTIT TTGRACACTAC ACTAGAGTCR RARRAARCGETC TTACATTATG GGACGGEAGGGE
ARTAGTTTAT AGCTAGRATRE ACTCTCGICT CGCCTGAAGT GCGCGTATAR AGGGTCAGCR CATCAGCT

A@SSR ,X'"‘-. 7
SSR
cfp5040
AME STS Positions 1568616 . 1565763
Length 1
Al Repeats| Reference g0954b 1
reh] Zoom to this featu
Detailed Report

FpRZ _rep_n32?

@A SHP allele tower [GnpSHP)

— =&

G
C T
A
C

T -5

i, . .
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4 ETol 1580k 1590k 1600k

Name: Xsts142-3B
Class: STS:EMBL_STS
Type: STS
Description:
Source: EMBL_STS
Position: ctg0954b.1:1578847_1579003 (+ strand)
Length: 157 -
dbxref: GFF_source:EMBL_STS e
>Xsts142-3B class=ST3:EMBL_S5T5 position=ctgd954b.1:1578847..1579003 (+ strand) xsts142-3B
CATAGAATGC CCCGAAACTG TACCAACAAL AARAAACGAA TTCTCGGTGG CCCATGCAAT TTTCTACTTC TGTCGAAGAT
GTTCGATGGC CAGAGCAAGC GTGGGCGCGA AGCGCTCCAC GTCAACGCGC ACGTCCTGCT TGCCGAGGTA GTACTCG -
EE— Positions 1578847 1579003

Marker details 157

ctg0954b 1

Marker name - | ST5142 G n p M ap

Taxon : | Triticum aestivum

Marker type - | PCR
Markeer origin - | amplicon
Target : | Public

Cirigin laboratory : | The Institute for Genomic Research

Mapped loci i
Mapped loci: 2
7

Locus name Map name Taxon Linkage group Distance Reliability / (source map name)

#sts142-38 | SumStoa_ 090225 |Triticum aestivum 3B 550 non_framework

Xs15142-38 |Meighbour3B_080407 | Triticum aestivum 3B 58.0 non_framework
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£ 1G] Wheat annotation viewer ~ £-

Name: rph7_rep_0321 ::I.ECI
Class: repeat_region.EMBL_repeat
Type: repeat_region
Description: DTT_Athos_3B_042_G05-1 MITE complete element; transposon:Mariner
Source: EMBL_repeat
Position: ctg0954b 1:1565614. 1565699 (- strand)
Length: 14
Note: DTT _Athos 3B 042 GO05-1 MITE complete element
transposon:Mariner
dbxref: GFF_source:EMBL_repeat mplete ;
>rphT rep 0321 class=repeat region:EMEL repeat position=ctgl%54b.1:1565614..1565699 (- strand)
TATTCCCTCC GTCCCATAAT GTRAAGRCGTT TITTTGACTC TAGTGTAGTG TCARAARACGE TCITACATTE TGGEGACGGAG
GRABTA

=)

Zoom to this feature
Detailed Report

AE 5TS

il A Repeats

Rep eats :*p rep_DEz21 rph?_rep_ﬂSEE rph?_rep_i)SEd
rph? _rep_0323
1}

rph? _rep_0325
| —
rph? _rep_n32?

@A SHP allele_tower (GnpSHP)

—0 =D
o —0

G

C
A
C

i . .
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Wheat annotation viewer :

International
heat Genome
Sequencing
Consortium

SNP details

Name : | W 1272371
Source : | GnpSMHP

GnpSNP

SNP complements

Variation details

AEATTTGCTGRACTATGARGE
[TGGCCCAATATCTAAC CCT@

RATTCTCATTIGITICATACTC

FITTATTCATTCATT CILTTT

Name : | VV05738A_517_10
SNP type : | SNP T . SNP S
<Eariation: TIC ype:
e Pattern : | T
Linked with variations : \"Tm Position on ref. seq. : | 517
View 5" flanker on ref. seq. : | |4
3 flanker on ref. seq. : | |4
SNP sequences seq.: | i
Length : 1
| 2471Mtp
" Tine L >
BRGEAR
5 flanker on ref.seq. : | CCTTT{| Variation complements
AGGTAL
ICITTH
i | VWO5T98A-
R Experiment : | VV05798A-batch
3 flanker on ref.seq. : CTGCCT] Gene/marker name : | VW05798A
TTTGC] Ref. Sequence : | Major allele of variants in VV05798A-batch1
SHP : | Wy 1272371
A H SN .
SNP Project : | Eleshless
C A 5
T C A

i

=
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LVLQRG' Take-Home Message im

IWGSC Sequence Repository with links to Survey

seqguence, Blast search, Physical map and Annotation
viewers.

Contact me at michael.alaux@versailles.inra.fr

/Sequence Repository \

http://urgi.versailles.inra.fr/index.php/urgi/Species/Wheat/Sequence-Repository
Physical map viewer

http://urqgi.versailles.inra.fr/cqi-bin/gbrowse/wheat FPC pub/
BAC annotation viewer

http://urgi.versailles.inra.fr/cqi-bin/gbrowse/wheat3B RPH7 pub/
URGI website for wheat

\http://urqi.versailles.inra.fr/index.php/urqi/Species/Wheat /
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Questions + Demo

IWGSC Sequence Repository with links to survey
seqguence, Blast search, physical map and annotation
viewers.

Contact me at michael.alaux@versailles.inra.fr

/Sequence Repository \

http://urgi.versailles.inra.fr/index.php/urgi/Species/Wheat/Sequence-Repository
Physical map viewer

http://urgi.versailles.inra.fr/cgi-bin/gbrowse/wheat FPC_pub/

BAC annotation viewer
http://urgi.versailles.inra.fr/cgi-bin/gbrowse/wheat3B_ RPH7 pub/
URGI website for wheat
\http://urgi.versailles.inra.fr/index.php/urgi/SpeciesANheat /




