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TACACCCAAGTTGGTGAGCTGAAAGTCCACCTCCTCCTTCTCTTCTCCTCGGACATGTGTATGATGATATTTGGACATGTGGCCTTTATTTGCAGGGAACACCTCCAAGAGTGTATGATGATATTTTATGGACATGTAATTAGTAGACAGCTAGGTGTTTGTGCCA
ACCACGTGTAACTCATGACTATTATATAAGGTCACCACGGAGTATCTAAATAGACTAGAAAAAAAGCTAGTAGGATGATGTCATAATTCAACATAAAACGTAGGGAGGTCCGCTATGTGATTGGGTGCACAAAACACATAGGATTGTTCGAGCTCTGCTTAAAAGA
AGTAGGAAAAGTAATCGGGTTGATAACAATCGACAGTTTAGCTCCCTGCAAAATACGAGCATTCAAGAATCCGTTTGGTTTATATTATTTCACAAAGCTGATGACAGATGTTTAATTTACCATATACAAGATTGTCTATAAACCTTTAAATTTCATGCTTATGCAG
TTGCCTTGCACGTAAACATTCAAGGCAAGAAAATGACTACGAGATTAATAGTATACTTCTAATTATCAAGACAACTACACGGTCAGATGTTTCAGTTATCTCAGTTGAACATGTAATGCATGAGCTCGGTTACAAGTGGCACACAATAATCTGCCCTGCAACCTGA
GGTGGTACCTGATCAATATTAAACTCACATCCAAATAGTAGATAACTACTCTCTCCGTTCCAAATTACTCGTCGCAGAAATGGTTGTATCTAGAATTAAAATACATCTAGATACATCTATAGATGCAACAAGTAATTCGGAACGGAGGGAGTAACCGAGAAGACTA
TGATCCCTCCTGGGTTTGCCATGATCTAATTAGTACCATATGAATAGTGGGTGATCAACAGTCACATAGCAAAAGTAATCAGGAAATATAAGAGTTGATAGTAAGGGTACATGATCCTTCTGAAGCACATCCTCTGAATGACCATCCAAATATGCATACGATTGTT
GGGGCTTGTTGCTTATCATCCCCAGGCGCCTAAGACACCCTGCCTTCTCCCACGTTTAAATCTGCAAGGGACACTGCATTGGTGGCTGCTAGGCCATCAAAGGCGGCTTGTCAAATATCAATCGAGCCTCGTTCTCCTTCTGGCGAAGCTGGGCTACTGCTACAAA
CGTGATGATTTCTTCAGTCGAAACTTGTGGTGTTGGATCCTCCATATCCATGAGTTTGCACATCAGCATCAC_THANKS_TATTCAATTATCTCCTTCCTTGACCATGAGTGCCCTCTCCTTTGTGTCTTCTTACAGCTTCCTACATAGATTGCTGGAAAGAGGAG
TGAGCCGGGGCAGAACTTGAAGCACGGGAGAAGGAAAAAGAAGTATACAAGGGGTGCGTAGTTGGTATATGTAATGTACGGTATAGACCTTTCTTTGTGAATAGCTCTATGACTTTATGTTCCTGAGTAGATTATTGTTGTGGCAGCAGACAGATCTTCCTTTTGT
AAAACTTTTTTCTTTGACTTCTCTGACTGTTCATTGGTTTTCATTGCGGGGTGGTATTGCTGCCTCTATCTGACACCTTGTCTTTTTTCTACCCCTTTGGAGATCATCGCCCACAACTCAGCACACATAAGCATAAGGTACTCATCCTGTTCCGCAATAGCGTAAC
TAAGTTTCATCAGCTTAATAATCATGTTTTCGCAGCAGCGTAACTCAGTTTCATCAGCATTCATCTCGACGCCTGGGTGGTATGCAAAATTAAGATGAGAGAAATGATTACATATAAAACATATCTCCAGCAAATCTGCTCATATTCTGAGCATCGCGAAAGATAG
GAAGAAAGAAAGAAAGGAATTGCAGAAAAGAGCATATACCTTGTGTTGTTGAATAATCTACGTGGTAGAGAGTAAAGGTAGTCTGCCAGTCCAATCACTTTCAAAGCGCAATTTTCTGAAGTGGGAGCGAGGAGCCGCGACATGAGAAAGCAGTGCCCGAGTTCCC
ATGGCAGCTAGAGGATGTGAGAGAGGAGAATAAGAACAAGGGAAACAGGAGGGGGTGGTGGCTGCATTGGCGGTGGGATGAGGGCGTCTCGCTGTAACCGTAGAGGGACATATATAACTGGCTGCACCGTGGCCTGCATATAGCTCGCCCGGTTTGAGACTAACGA
AACAAGGGGGCAAAACATGTGTGCTTTGAGAGTGCAGCTATGCCATGCCCGTTTCCAAATTGACTCTCTTCACATCTCAGTGGGGGTAATGCAAATTGACTGTTCGGACCTCTGTATCCCACAACATGTTCCACGTTCAAGATTGCCTCACTCACTTCTTCCTCCG
AGAAGCGGGCAAGTAAGAGCATCTCCAGCCGCGCCCCCAACAGGCCCCCCCAGGCCACTTCTTCGGCGCCGGCGCCAAAAAAACGGCCCAGTCGCGCCCCCCGGAAGACGAAAAGCGCCGGTTCGGCCCTTTTTTCTGCCCGGCGGCCGCAGGCTGAACCCGGCGC
GCTGGGGGGCGCCTGGGGGCTCTAGCGCAAGGGAAAAGCCCGCCTGGCCCACTCCGTCAGGTGAAAAGTCAAGATTTTCTTCCCCGACCGCCTCCC_3B_ACCCCCCGCGCTCTCGGCCGCAAGTAGATATATCCCGGCGCCGCCCCGCCGCTCTTCACCGGTAGA
TAGCCATTCCCCGCCGAAAAAAGCATAGGTTCACCGCGGCAACCCCTCCGGCACCAGCTGGGCGTTTCCGGCCGCCCTTTCCGGCCACAGAGGGGCAGTTTGGCGGCGGGGGGACGCCCACCGCACGCAAGGTGTTCGACGATTTGCCTGCCTCGGCGATGGACTC
GGATGACGAGGAAGTGCTCGCCGCGCTGCTGGAGGAGGAAGCCGAGGCCGACGTCCAGGAAGAAGATCATCTCATGGTGCTCGGCGCCCTCGCCCAGCTGCTGGCGAGCAATGAAAAGCCACGGCGAGGTGGCTCGGCGCCGGGGCGGGTGAAAGCAAAGAACCGG
CATCGTCTCGAAGGCTACTGCATGCTCTACTCCGACTACTTCGCTGATGCTCCACTTCAAGGCGACATAACATTTCGGCGCCGTTATCGGATGAACAGAAAGCTTTTCCTCAGGATTGTGAATTCCATCCGGGAGTTCGACAACTACTTCAATTGCAAGATTCATT
GCACTGGCAAACTTGGATTCACCTCCATCCAGAAATGCACGACAGCGATGAGGATGCTTGCATACGGAGCTCCCGGTCACTCACAAGACGACTATGGGCGCATGGCCGAGTCCACCAGCATAGAGTATTTCTACAAGTTCTGTCGGGCAGTGGTGGCATTGTTTGG
ACCGCAATACTTGAGAACACCCAATGCGGAAGACACTGCTCAGATCCTAGCACAGAATGCAGCAAGAGGATTTCCTGGGATGCTTGGAAGCATCGACTGCATGCATTGAAAATGGAAGAATTGCCCATTTGCTTGGCAGGGGATGTAC_CACTA_TRANSPOSON_
AAAGGTGAGGCGGTGGCCACACATGACCTCTGGATTTGGCACTCCTTCTTTGGTATGCCAGGAACTCACAATGACATCAACGTGCTGCAGTGCTCTCCTGTCTTTGCCAAGCTTGTTGAAGGTCATTCTCCTCCGGTGAACTTCGATATCAATGGGCAGCACTACA
ACAAGGGATACTATCTAACTGATGGCATCTATCCGAGATGGTCGACATTTGTCAAGACCATCAAAAACCCTATGCCTGGAGGCAAGAACGCCTGGTTTGCGAAGATTCGGGAGGCTTGCAGGAAGGATGTTGAGCGGGCATTTGGTGTGCTCCAATCTCGATTTGC
TGTTGTCCGGTACCCCGCTCAGACCTGGTCGAAAGATCAAATGTGGGAGATCATGACCTGCTGTGTCATCTTGCACAACATGATCATTGAGAGCGAGCAGGAAGAGCCAGTGTTTGACACTGAACCATACCACCGGCAGGGTCCTCTTGCCCAAGTTGATCACCAG
CTACCGGCAAGCTAGACTGCCTATCTTAGTATGCGTCAGGAGATCCGAGACCCACAGGTGCATCATCAAACTGCAGCAAGATCTGATAGAGCACCTATGGAGGCTCAAGGGCGACACTGGCGCGACGTGTGATGAAATATGAGTTTTTATTTGTTGAACTATATAA
TTTGTATTGAACTATTTATTGTTGTACTATTTTGTTGAAGTACTTGAAATTTTTGTGATGAAAAATGTGATAAAAAAATATTTATGTTGATAATTGAACGCCGAGCCACGGCGAACCACGCCGAATATGGGCCTATTCTCGCCCATATGGGCCTTTTCGTCGAAAT
GGGGCTTCAAAAGTGGGCCAAAATCGGTGACTGGGGGCGAGCTGGGGGTGACGACTGGGCGCAAAACCGCCCCCAGCGCCGAAAGAATCGCCGGCTCACCCACAGGGGACGATTT__FRƒDƒRIC_CHOULET_ADRIANA_ALBERTI_SƒBASTIEN_THEIL_
NATASHA_GLOVER_VALERIE_BARBE_JOSQUIN_DARON_LISE_PINGAULT_PIERRE_SOURDILLE_ARNAUD_COULOUX_ETIENNE_PAUX_PHILIPPE_LEROY_SOPHIE_MANGENOT_NICOLAS_GUILHOT_JACQUES_LE_GOUIS_
FRANCOIS_BALFOURIER_MICHAEL_ALAUX_VƒRONIQUE_JAMILLOUX_JULIE_POULAIN_CƒLINE_DURAND_ARNAUD_BELLEC_CHRISTINE_GASPIN_JAN_SAFAR_JAROSLAV_DOLEZEL_JANE_ROGERS_KLAAS_VANDEPOE
LE_JEANMARC_AURY_KLAUS_MAYER_HELENE_BERGES_HADI_QUESNEVILLE_PATRICK_WINCKER_CATHERINE_FEUILLET__AGTTGCTTTACCTGGCTTTATCTTATTAAACGCAAATCTGATGTGTTTGACATTGTTGTTCAGTTTCAAA
AACATGTTGAACGCCTTCTCAAGCACAAAATTGTTCATGTCCAGTCGGAATGGGGGGTGAGTATCGCAACCTCAACTCCTTCTTTCAGTCGCTTGGGATCGCTCACCGTTTAGCATGTCCACATACACATCAACAGAATGGTTCTGTGGAACGTAAGCATCGTCAC
ATTGTTGAAACTGGTCTTACTCTTTTGGCCCATGCATCCGTTCCGTTTCGGTTCTGGAGTGATGCTCTCACCACTTCATGTTTTCTCATAAACCGTACCCCCACTTGTGTTTTGAATATGAAGACTCCCATTGAAGTTCTCCTTAATGAACAACCTGATTATACCT
TTTTTAAGGTTTTTGGGTGTGCTTGCTGGCCACATCTCCGCCCGTATAACAAACGCAAGCTTGAGTTTCGTTCCAAGAAGTGTGTCTTTCTTGGCTATAGCTCTCTTCATAAAGGATACAAATGTCTTCATGTTCCCACGAATCGTGTCTATATATCTCGGGATGT
CGTGTTTGATGAGCATGTTTTTCCCTTTGCCAAGCTCCCTGTGTCCACTGCTGAACCACCATCTTTGCATTCATCCTCTGTTGCATATG_INTERESTING_GENE_TGTTGCATACTCTCCTTTATTGTTGCCTAACCATGGTGCAGGCACTGGACGTGGGGCTC
GTTTGGAAATTTTGGAGGCGCCATCGTCTCCCTCGCTGGTCTTACCAGCGGTTCACGACGATCAGGGTGTTCCCCTGCATGGCTTCGGTCCTCGTGCCCATGCATGTTCGATCGAACCACCTGCCGCACCATGTGCTTCAGCGCCCCCGGCCTCTAGACCGGCGCC
CTTGGCCTCTGGGCTGCCTGCGTTGTTGCCTGGATCGACCAGCTTGGCGCCCCTGGCCCCTGAGCTGGCCTCGTCACTTCGCTCGGCCCCGCCGGCCTCGGCGCCCCTGGCCCCTGAGCCGGCCTCGCCGCTTTGCTCGGCCACGCCGGCCCCATCGCCCCCTCGG
CCCGCCTCGCCGGTTTTGCCCGGGCTGTACTCGCCCGGGCCGAGCTCACCTGCCTCCGGTGTGCTCTCGCCGGTGCTCCCTGAGGCCTCCCCGTTGCTGGCCGAGTCATCATCGCCATCGCCGCCTTCATCACCTGAGTCCTCTCTGGCTCCTGTGGCTCCTGTGG
TCCCTCAACGACCACACATACGGAGTCGCAGTGGTGTTTTTCATCCCAAACAGCGCACTGATGGTATTGTTTCTTGATTGGCTGCATGTCTGGCTGCTGCTCGTGCGGATCCTACCTCTGAGCCTTGTACGTACCAAGCTGCTATGAGTATACCTCATTGGCGAGA
GGCCATGGAGCAGGAGTATCATGCTCTTCTTCGTAACAAGACATGGACTCTTGTTCCTCCACCACCCCGTGTTAATGTCATTGATTCTAAATGGATTTTCAAAGTGAAGAAGCATTCTGATGGTTCTATTGAGAACTACAAGGCGCGGCTGGTTGATAGAGGTTTT
CGGCAGCGTTATGGTCTTGATTATGAAGACACCTTCAGTCCAGTGGTTAAACCTACTACTATCAGGCTTCTTCTCTCTCTTGCAGTTACTCGGGGATGGTCACTTCGTCAGCTTGATGTGCAGAATGCTTTTCTCCATGGTGTTCTGGAAGATCTCACTAAAGCAC
TCTATGGTCTGAAGCAAGCTCCCCGTGCTTGGCATGCTCGTCTTGCGACATCCCTTCGTGCTCATGGTTTTGCATCATCAGCTGCTGACTCTTTGTTATTTCTTCTACAAAGGCCCGAAGTTACCATGTATCTGCTGGTCTATGTGGATGATATTATACTCGTCAG
TTCTTCTCAGTCGGCTGCTGCTGCTCTTGTTCGGTCTCTTGGTGCTGACTTTGCGGTCAAAGATCTTGGGCAGCTTCACTACTTCCTTGGTGTGGAAGTTGCTTCTGTTTCCAATGGTATTGTTATGACGCAAAGAAGTACTCTTTGGATTTGTTGTAGCGGGATG
GGATGCTTAAGTGCAAACCGACTACTACACCTATGTCTGCTACTGACAGGATCACTGCTGTCGATGGTGATCTCCTGCCTTCTGCTGATGCGACACAGTACAGGAGCATTGTTGGTGGGTTTCAGTACTTGACGATCACATGTCCAGATATATCCTTTGTTGTCAA
CAGAGTATGTCAGTATCTCCAAGCACCTCGTGACACTCATTGGTCTGCGGTGAAGTGCATCTTGCGCTACATTCGCTTCAAGTTGTCCTA_DUPLICATED_GENE_TGGTTTGCACATTCGACCGAACCCCTCTAGGGTCATTTCGGCGTATTCTGATGTGGATT
GGGTTGGCAGTCCGGATGACAGGCGATCCACGGGAGGCTCTGCTGTATTTTTTGGTTCTACCTTGATCGCCTGGAGTGCTCGGAAACAGGCTACTGTTTCGCGTAGCAGTACTGAAGCTGAGTATAAGGCTGTGGCTAATGCAACTGCAGAAATTATTTGGATACA
GTCTTTGCTTCAGGAGTTGGGAATATCTAATCACAGTCTCCTGTTCTTTGGTGTGATAACATCGGTGCTACATACCTATCTGCTAATCCGGTATTCCATGCCCGAATGAAACACAACGAAGTGTACTATCATTTTGTACAGGAACGGGTATCTCAGAAGCAACTAC
AGATCAAGTTCATTTCTTCCAAGGATCAACTTGGGTAGTATATACGTTTGGAATGCACTAAAGCATTCATTTGAGTAGTAGGTTGCATGCATTATACACGTAGCAAAATATTTTAATTGAACATAACATGAATTCAAAGTTTTGAATGACATTTGTAGTGCGCATT
GATTTGGTACAGTACACGTTAGGCTTGTCCGGAAATTTCAACCCGCTCCTTGTTAGCCCCAAATATTTAAGATATATCTTTGTCTCGTTGTGCTCCGACAACTCCCTCCATCTCAACCCGCGCCTTGCTATTCCGAAATTACAACGCGCGCGAAAACTCCCTCCTC
CTGTGAAATCCCGACACGCGAAATGCTCGTGGTACCCCTGAACCGAAAGAACCGCCTCAAATCGGTGGGGGGTACTTTCGTAACTTACCCCACATTTCGGACAAGCGCGTCTCTAAGCCATGGTTCCCCACAGCCATCCCATCCGCCCACCCATTCGTACACCGAG
GCCGCGAAAACCCGCGACGAAACTCCACACCCTGCTCCGTCCGCCACCCAGCCGGAGCTTCTTCCCCGACGACATCGTCCACAGCAACACCTCGATGTCCCTCATCCACCGTACCGGATGAGGATCCGTCATCGATCTCATCGTCCCGCCGGTTCAGCCACCCCGT
CCTCCACCTCCAAGGAGCTGCCCCGACGTTCCCCTCGTCTTTCGCGCCACCTCCATTCCCACACCGCCGTCTTCACCTGCACCACCGGAAGAGCATCATCATCACCGTTTCCTCGGATGAAGCTGCGGCCTAATCGGCGCCACCAAAGAGGTTGTACACTAATCGC
CGCATTTTCTTCTTGATTCGATCTCACGGTGCTGCCGACGTTCGGTCCCAAGCCGACACGGCGCGGCTCCATCCACGGCAGCGTCGCCGGCCACTTCCTCCACGACGTCGCTCCCTCGGCGGCGACGTCCACATCAGTAGGAGCTGCTGCTGCTTTAGCTCTCGCT
CACGCTGCTGCTCTGCTCTTGCTCTCGGTCCCCTGCCTGGTCTGCTCTTGCTATTGCTCTTGCTCGCGCTGCTTCTCTTGCTCTTGCTCTTGCTTGCGATGCTGCTCCAATTTGGCTACACTTCAGTCGACTGAATCGACTTTTGGGTCAGTCGATTTCCAAGGGG
TGGGCTCGCCGGGGTGAAGGAAGAACCAGCAGCAGCAGGGAGGGGGGCTCGCTGGAGAGGTACCCCACTATCTATCTTAGGGTTCAGGATGGGGGCGGTGGTCGCCGACGGTAGCGGGGAGTTGGCGGGGAGGTGGCGTGGGGATCGCCGGAGAAAAAGCTCGGCA
CGGGGGGGCCTAGAGGGATGGCCGGGGCGGCAGTGGACCGGCGGTGGGGAGTGTTTTTGGGCCGGGTAGGGAGGTGCACCGCCGGCCGCGGGCGGCGTGGGGCTGCTGTTTGGCCGGTGGTGGCTGGCGGCTCAGGGGGGGTGGAGGTTCAAGATGAACCGTAGGC
TCTTGATTTCGTATCCAACGGCTGCAAAATCGACTGACCAGAGATGAAAAAGTCAGTCGACCGATGTGTAGCCTCACCTTGCTAGTGTGTTCAGTTTCGATAGCAAAATTCAGTTTCGACAGTTAGGTTCAGTTTCGACAATTAAATTCAGTTTCGACAGTTAAGT
TCAGAGATGAGCGGCAGATGTATTTTACATCTAGCACTTTGTGGTTATGTATTTTACGTCATGTATTGGAGATGCTATTAGAATTCCACTCAGGTTAACGTTGTTCATTGTCTTTCTTGTCCTGCTTCAGCCTCGGCGTCGTACAACTCACTGTAGCTGCTCCAAC
GACGAAACCCTCCATCACAGCGGAGCAGTACCTTGGGATCCATCTCCAGACGCCTAAGATCTTCTTCCCCTCCTCCGACAGCAAAGTCAGCCGGAGCATCCTCACTGGCCAACCCAATCATGCTGAGATCGACATGGCTTCGCCAAAGAGGTTGTACACTTGTTGC
ATCTCATTTTTACTCTACATGTTATATATATATATTGTCCACTGAGCACACGGATTTGTTCCTTTAGTGTCTCAGTCGGCTGCTGCTGCTCTTGTTCGGTCTCTTGGTGCTGACTTTGCGGTCAAAGATCTTGGGCAGCTTCACTACTTCCTTGGTGTGGAAGTTG
CTTCTGTTTCCAATGGTATTGTTATGACGCAAAGAAGTACTCTTTGGATTTGTTGTAGCGGGATGGGATGCTTAAGTGCAAACCGACTACTACACCTATGTCTGCTACTGACAGGATCACTGCTGTCGATGGTGATCTCCTGCCTTCTGCTGATGCGACACAGTAC
AGGAGCATTGTTGGTGGGTTTCAGTACTTGACGATCACATGTCCAGATATATCCTTTGTTGTCAACAGAGTATGTCAGTATCTCCAAGCACCTCGTGACACTCATTGGTCTGCGGTGAAGTGCATCTTGCGCTACATTCGCTTCAAGTTGTCCTA_DUPLICATED
_GENE_TGGTTTGCACATTCGACCGAACCCCTCTAGGGTCATTTCGGCGTATTCTGATGTGGATTGGGTTGGCAGTCCGGATGACAGGCGATCCACGGGAGGCTCTGCTGTATTTTTTGGTTCTACCTTGATCGCCTGGAGTGCTCGGAAACAGGCTACTGTTTCG
CGTAGCAGTACTGAAGCTGAGTATAAGGCTGTGGCTAATGCAACTGCAGAAATTATTTGGATACAGTCTTTGCTTCAGGAGTTGGGAATATCTAATCACAGTCTCCTGTTCTTTGGTGTGATAACATCGGTGCTACATACCTATCTGCTAATCCGGTATTCCATGC
CCGAATGAAACACAACGAAGTGTACTATCATTTTGTACAGGAACGGGTATCTCAGAAGCAACTACAGATCAAGTTCATTTCTTCCAAGGATCAACTTGGGTAGTCGGCTGCTGCTGCTCTTGTTCGGTCTCTTGGTGCTGACTTTGCGGTCAAAGATCTTGGGCAG
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Sub-telomeric regions

o ����RI�FKURPRVRPH�OHQJWK

o ����RI�JHQHV
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o 9DULDELOLW\�3ODVWLFLW\
o $GDSWDWLRQ

o ([SUHVVLRQ�VSHFLILFLW\


